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■rSDN A 
^-^tf c DN A„ 

*^?>^-2>. 11*^3 fH«® c DNA„ 
[0001] 

^fe«?)©mMi: LTMv^S -^^^T'^^o :*:|§^0fc h c DN A{±. ^-g^^^ 
[0002] 



] 
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mmmm. ^imm> mmmrn. ^^|ss^^^^cfe^^TM^^f^#J^:mf^LTv^ 

[0003] 
[0004] 

cDNA^-YTf^U-^r^i^fl&lC^ALT, c DN AS:|§^$-B:fecDt> 
[0005] 
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[0006] 

[ie K L J: e) -r -5 MS] 

[0007] 

[Mffi ^g^-r ^ ;t *?) ® #^] 

t h^^:^c DN AA>^©tfi;()>eji^;ic'KK:>l 

*l§^tt±iaMeK$:n-Kt- SDNA, M;tiiBH^J#-^ 1 1 *^^iB^^J#^ 3 o 
T'^$tl^i^^SH^[|(?)V^•rt^;^>^$:^t^ c DN A. MtKlcr® DN A $:>f >bf h n 

fas aK ?: L e) ^ Srn^t-r s o 

[0008] 



3 



m£E#¥ 1 1 - 3 0 8 9 





11—138169 



[0009] 

, r<Z)c DNA©fflf?MJ|!c$:, RN AjKU 7^ ^-If >'"0 ^-^ - l:^-r<&^^ ^ 

-tLTti, T7, T3, S P 6^if75)^Ma^"e^So Zltl e>CO RN AiKU ;^ v - 
if >^n^-^-$:-g-t/^^'^-i:bTli, pKAl, PCDM8. pT3/T7 
18, pT7/3 19, pBluescript I I ^*WJ3^1?^-S. 

[0010] 

cDN A©jlSIRMJ^$:^flSI;ife#§3^^i'^-S:#^L, ^ -T'?ii 

#^tlfe?^M«Sl^4s^&^«bT'^tl«, r^cDNA 

X^^o i^mm^^m^^ ^-tVXii. pUC^, pBluescript 
II, p E T|g3^$/X7^A, p GEX|g3^i/X-7^A3&il**^M5^"e^So 
[0011] 
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*^-e$^o le^^^'^Jf-ilLTij:, pKAl. pED6dpc2, pCDM8, 
PSVK3, pMSG, pSVL, pBK-CMV, pBK-RSV, EBY^ 

pRs, vYES2f£ift,mmx^^, mmmmnLxit. i)-}immm 
m^mm. ^mmm. ^-mm, 7yv:^v:^its:iij\ymmmf^ifii}^-mizm\^^ 

[0012] 

m^pmmmmm. mm. m^t^^m. mnm-M. ^jvmrn. sds-page, m 

[0013] 

^l/SH^J^airSm^^?^ [#g§¥8-l 8 7 1 0 0] $:ffl^^T^^^c:^^!)S3i:*^ 
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[0014] 

©DNAli, ffc^-^^tC i^^Sfe, c DNA^'D-^>^'lCj:S:&Sfe^if$:mVA 
[0015] 

2|s:|g^(Dc DN Ali, hilflS** c DN A5>f U 

it-r^Zt-b^X^^^. cDNAl^t hmjb^bttffibfc3J<y (A) ^RNA$:^ 

(Z)■T:•%^#iiJi&"et)^V^c c DN Att, WOJ- B e r [O k a y a m a , H 
and Berg, P. ,Mol. Cell. Biol. 2:161-1 
70 (1982)], Gubler-Hoffman^CGubler, U. 
and Hoffman, J., Gene 2 5:2 6 3 -2 6 9 (1 9 8 3) 

r^l^lZU. MMmizMt^^of^^^ vy^yif^ LKat o, S. et al 
. , Gene 150:243-250 (1994) ] $:MV^S ^t^^Mt b V^ 
, ^fcTtmCDt h c DN A9-Y ^''^U -?:ffiV^^^i:t)•e#^o cDNA^^^ 

>f >^u^>rx-t5:ry □r^f^ b>r^FS:-^^b, z:ti^>^^-fv-i:bTffiv>T 

, t: h^llS*^&#fllb;tmRNA}6^e3RT-PCR^lCj: >*cf§^®cDNA 
[0016] 

:*:|§^©c DNAtt, @B^II#-^1 1 *^e)S2^lI#-^ 2 0 ■e^$4^'£)^&SWJfe-5 
S^mft^^(DX$>^o ^tl^n<D^U-y^^ (HP##) , cDNA^'n- 
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[0017] 











mm 






1 . 


1 1, 


2 1 


HP 0 3 1 


6 5 


KB 


3 2 3 4 

V £^ \j "at 


R ^ R 

V-) O D 


2, 


1 2. 


2 2 


H P 0 3 2 


6 6 


H T — 1 f) « n 

X J. J. ± \J O \J 


Q yi Q A 

z 4 y u 


3 18 


3, 


1 3, 


2 3 


H P 0 3 2 


8 7 




14 6 5 


8 2 


4, 


1 4, 


2 4 


H P 1 0 6 


6 5 


HT- 10 8 0 


9 17 


2 4 7 


5. 


1 5. 


2 5 


H P 1 0 6 


6 9 


WER I-RB 


13 0 6 


2 0 6 


6, 


1 6, 


2 6 


H P 1 0 6 


7 0 


WER I-RB 


2 0 2 2 


4 3 2 


7, 


1 7. 


2 7 


H P 1 0 6 


7 1 


mm 


12 2 7 


3 0 6 


8, 


1 8, 


2 8 


HP 1 0 6 


7 3 


mm 


2 2 10 


5 5 5 


9. 


1 9, 


2 9 


H P 1 0 6 


7 5 


mm 


14 9 3 


2 5 0 


1 0, 


2 0, 


3 0 


HP 1 0 6 


8 3 


PMA -U 9 3 7 


12 6 4 


17 4 



[0018] 

^fe, W3mm l*'^BB3?a#-^3 0<55V^Ttl;b^^Cia«CDcDNAODJSft@B^rJ 
[0019] 

l*^e>@H?rf#-^3 0^cfcv^T, lX{i^lfcf@®5J^l/;f5^KOf^fj6D, ^^l^fej:^^ 
[0020] 
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[0021] 

m^^ticDNAmn (10bpje;^±) t-^^tl-Sc ^fe. -k>:^^i3i;tXT> 
[0022] 

[Hi^M] 

["Molecular Cloning. A Laboratory Man 
ual", Cold Spring Harbor Laboratory, 1 

9 8 9] izm^fzL. m^mmi5^xj^^mmmmmitmic$mom\<^m^^mmi& 

tJ^ofcc c BN A^mt:^1^ [Kato, S. et al,,Gene 15 
0:243-250 (1994)] lC^^ofe = 
[0023] 

(1) ®fe7K'ttK^-f>^«-r-5SaK5:=i- KLT^^<& cDNAOSSlJ 

c DNA^>r:/^';-i:bT, :7>r >^ni^;i/n-v#H|g^HT- 1 o 8 o cD 

NA'y^i^^V- (WO 98/11217) , f-^ffiMSS^S aos-2cDN 
A^-f U- (WO 9 7/33993), m^&.^M^mKB c DN A^W':/ 
^y- (W09 8/1 1 2 1 7), #^{Cj:oTMffi$tlfeffFlliM^c DN A^ 
-Y^^U- (W0 9 8/2 1 3 2 8) $:MV^feo ^7^. :5jN;i//Jf-;i/3iX5^;i/T'flI 
Mbfe^^S^U >>i^-vmttU9 3 7 (ATCC CRL 1 5 9 3) mRN 
A, M^^y h-vM:KcWER I -RB (ATCC HTB 169 

) mRN A, H hJi^JiniRN A (C 1 o n t e c httl^) e)#iS L c D N A 
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jb^rr- KLT^r^Sllae^CoV^T. Kyte-Dool ittle [Ky 
te, J & Doolittle. R. F. .J.Mol.Biol. 15 
7 : 1 0 5-1 3 2 (1 9 8 2)] tCiU, i^^lKtt/i^TKtt^n 37 >f 

[0024] 

(2) -r >i^hnjsif?{cj:§5eK-^j^ 

(Dm [^^S] ^5^:^->§:^inb, |g3SMife$:^i:?;e-T-r y h->^l?^^;i/tfe 
^g§:. Tj, T'^i^^E^||:K,^lfil]^^Ji?i^l 2. 5 a 1 , i^V VlZHM) 

-> iT-^-iy^Un.) 2 Hi (0. 37MBq/'^l), TTRNAjKU^^ 
-1fO. 5Atl, RN a s i n 2 0 U$:-^t^^a2 5 1 (D;KlS?lK4iT'3 0*CT' 

ny-AS^ (:/o^:^f) 2. 5 1 ^^itiLT^f -o fe, 3 s D s 

i^-^^/U^tJ'Vty^T- (1 2 5mMhU:^lt^^«?^, pH6. 8, 12 0m 
M2.-%}\,fi-fV:r.^ J -)\,^ 2%SDS^?S, 0. 0 2 5 %:/d^ >'xy 

2 o%^*u-fen-;i/) 2 ^ 1 S:*n;t, 9 5 1: 3 :$>r^in^ji(i3iLfe^, s 

[0025] 

(3) COS l\Zii^%^ 
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3K0 7 (5 0 a1) 3 7 °CT--^^«bfc„ ^^OlC J;oT:$3^itb:t 

1 0 0 /t 1© 1 mM h y 0. ImMEDTA, pH8 (TE) IzmMLtc 

o 

[0026] 

-f-i5r;i/ (DMEM) m^^. 5%C02 #ftT, 3 7^-e^«bfe„ 1x10 
^ M®CO S 7M$: 67\^l/- h 5F^:oa:#3cm) iCffiA. 5% 

C02#l5ET. 3 7t;-?:-2 2©ra^«bfeo V >^^«MT'iffiJig* 

ffiS:?5fe^L, ^^iZb OmMhV>^m.m (pH7. 5) S:#tfDMEM (TDM 

EM) x^mm^Wht^o :i(Dmmiz-:^m.yT-t?mmmi n 1. dmem^:© 

0. 6ml, TRAN S FECTAM^" (I B F^±) 3 /i 1 ^mmhfz^^^m 
ML, 5%C02#^ET> 3 7X:T'3 ^r^^^Lfe. TD 
MEMT'm*®?:?^?^L> 1 0 %^ i/Bhtikm^mDMEU^ m:&t^*J 2 m 
IM^. 5%C02#fiT> 3 7X:{CT2 0K^«bfco [^^S] ^'IT^-t" 

D S -P AGEKti'li-fttL. 

[0027] 
(4) i^u-yM 
<HP 0 3 1 6 5> (I2^[J#-i-l, 11. 2 1) 

t h^^;S]^M^KB c DNA^^:7'^U -*^^#e>nfc^n->HP 0 3 
1 6 5© c DN A>f h®^ife»SB3^JS:^^Lfci:Zl5, 1 2 8 b p®5' 

^^laiRflJ^. 1911bp(7)ORF, 1195bpCD3' #jSiRMi|5c*^^^§^ 
3t$:^L/TV>feo ORF«6 3 6T^ ^^^^S^^^esJ^-Sgee^n- KbTfeU 
, N5^3SgJCli^^e-^i/^:^;i/*^#^EL;to SKCKyte-Doolittle 
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(DU^. ORFt^i^'^m^n^^^Al 2, 0 3 3 j:^J/J^$V^6 1 kD aOaiR 
[0028] 

^SeK(Z)r ^ y @?@H3^J $:fl§ V^T ^t'- ^ b 7t 3 

th^**^^^ Ni/^-if (GenBankSeKlD##AAA5 1 8 2 2) t 
^{S'(45:^bTi>fco *2ic. 2^|g^®tihSeK (HP) i: k: h :35f ^ h ^ 
fe' (GL) ©r^ 7^@B^J<Z)Jt^$:^tc -It^^yzf^:. * li^fg^CDM 

^•to ^M^tC^^^T, 3 7. 8%(Z):fg|gI'[4^;tLTV\7^:o 
[0029] 



HP MTTWSLRRRPARTLGLLLLVVLGFLVLRRLDWSTLVPLRLRHRQLGLQAKGWNFMLEDST 

•* •*.. * -* . .* *. . 

GL MPGFLVRILPLLLVLLLLGPTRGLRNATQRMFEIDYSRDSFLKDGQP 

HP FWIFGGSIHYFRVPREYWRDRLLKMKACGLNTLTTYVPWNLHEPERGKFDFSGNLDLEAF 
GL FR Y I SGS I H YSRVPRFYWKDRLLKMKM AGLNA I QTYVPWNFHEPWPGQYQFSEDHDVEYF 
HP VLMAAEIGLWVILRPGPYICSEMDLGGLPSWLLQDPGMRLRTTYKGFTEAVDLYFDHLMS 
GL LRLAHELGLLV I LRPGPY I CAEWEMGGLPAWLLEKES I LLRSSDPDYLA AVDKWLGVLLP 

HP RVVPLQYKRGGPI I A VQVENEYGSY-NKDPA YMPYVKKALEDR G I VELLLTSDNKDG 

«* X, .***.«. «xxx**x«** « « * ♦ ♦ 

GL KMKPLLYQNGGPVITVQVENEYGSYFACDFDYLAFLQKRFRHHLGDDVVLFTTDGAHKTF 



fiifiE#¥ ]]-308974 5 




#^ 11—138169 

m 




HP LSKG I VQG VLAT I NLQSTHELQLLTTFLF— NVQGTQPKMVMEY WTGWFDSWGGPHN I LD 

*. * .*«. .« ** . . . * . *..««*.« x« ** 

GL LKCGALQGLYTTVDFGTGSN I T— DAFLSQRKCEPKGPLI NSEFYTGWLDHWGQPHSTI K 

HP SSEVLKTVSAIVDAGSSINLYMFHGGTNFGFMNGAMHFHDYKSDVTSYDYDAVLTEAGDY 

« « X * ««XXX *»3>:X* *** * .. ******* *.**«« 

GL TEAVASSLYDILARGASVNLYMFIGGTNFAYWNGA— NSPYAAQPTSYDYDAPLSEAGDL 

HP TAKYMKLRDFFGSISGIPLPPPPDLLPKMPYEPLTPVLYLSLWDALKYLGEPIKSEKPIN 

«.*«. ** * * * *«..*. .* .. .**. * * . * . 

GL TEKYFALRNIIQKFEKVPEGPIPPSTPKFAYGKVTLEKLKTVGAALDILC-PSGPIK— S 

HP MENLPVNGGNGQSFGY I LYETS I TSSG I LSGH VHDRGQVFVNTVS I GFLDYKT 

. «. .«.«.,*** ««.. «***, * * * *. 

GL LYPLTF I QVK-QHYGFVLYRTTLPQDCSNPAPLSSPLNGVHDRAYVAVDG I PQG VLE-RN 

HP TK I A VPL I-QGYTVLR I LVENRGRVNYGEN I DDQRKGL I GNLYLNDSPLKNFR I YSL 

« * ,****.**«*«*. *.* ***,.** * *.,. «..* 

GL NV I TLN I TGKAGATLDLLVENMGR VNYGAY I ND-FKGLVSNLTLSSN I LTDWT I FPLDTE 

HP DMKKSFFQRFG LDKWSSLPETPTLPAFFLGSLS I SSTPCDTFLKLEGWE 

«.*,.* ****«..«..«* .. * **«... **. 

GL DAVRSHLGGWGHRDSGHHDEA WAHNSSNYTLPAFYMGNFS I PSG I PDLPQDTF I QFPGWT 

HP KGVVF I NGQNLGRYW-N I GPQKTL YLPGP-WLSSG I NQV I VFEETMAGPALQFTETPHLG 

** *,*** ****** . *** **..* . ..«. * ..*.* 
GL KGQVW I NGFNLGRYWPARGPQLTLFVPQH I LMTSAPNT I TVLELEWAPCSSDDPELCAVT 
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HP RNQYIK 



GL FVDRPVIGSSVTYDHPSKPVEKRLMPPPPQKNKDSWLDHV 



[0030] 

^fe, 2fs:c DNA©^^ggJrJ$:^V^TG e nB a n k ES 

54 0 1 7) tlmm^tlx\^^r=.i)\ 3^mmjt<Dv:^^m<Dmi^mimcmBM 

[0031] 

<HP 0 3 2 6 6> (@23^J#^2, 12, 2 2) 

t: h:7^' >^D-9-;i/=i-vm^HT- l O 8 O c DN zf^ V -i)^ <hm^ 

tlft^^a-yHP 0 3 2 6 6® cDNA-f h ©^igSfE^fJ^:^^ b i: Zl 

5, 6 9 b p (Z) 5 ' 957bpCDORF, 1464bp(D3' #jg 

iRM^*^^^S^it$:;tLT^^3/^„ ORFtt3 1 87 ^ JmB^is^'^fjt^m&m 

te-Dooiitti e(D:&mx'^tbr^:^m&m.o)m7i^^ym7i^'\izfuz7^- 
i^itm D 3 4 k D a (Drnmrnm"^^^ lt^o 

[0032] 

i/n-r h-;i/^t Kn>f:h--fe' (Ge n B a n k^fiMl D#-^ 
AAG2 3 6 2 5) il^^ltt^^ L T V^fco ^ 3 {C, :*:^H^C!)fc MISK (HP 

) ^l^/^-f:^x•:^^il^U;^f K^>^f:^--^f (AT) <d7^ jmmn<oit 

^^^CfcV^T, 3 9. O%0^m^^^LX\,^t:L. 
[0033] 
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HP MVELMFPLLLLLLPFLLYMAAPQIRKMLSSGVCTSTVQLPGKVVVVTGANTGIGKETAKE 

AT MGIYGVMTGKKGKSGFGSASTAEDVTQAIDASHLTAI ITGGTSGIGLEAARV 

HP LAQRGARVYLACRDVEKGELVAKEIQTTTGNQQVLVRKLDLSDTKSIRAFAKGFLAEEKH 

** ***.» .* * * . *. .* ..*.«..««.*.*.. «** . . 

AT LAMRGAHV 1 1 A ARNPKAANESKEM I LQMNPNAR VDYLQ I DVSS I KSVRSFVDQFLALNVP 

HP LHVLINNAGVMMCPYSKTADGFEMHIGVNHLGHFLLTHLLLEKLK ESAPSRIVNV 

AT LN I L I NNAG VMFCPFKLTEDG I ESQFATNH I GHFLLTNLLLDKMKSTARESGVQGR I VNL 

HP SSLAH HLGRIHFHNLQGEKFYNAGLAYCHSKLANILFTQELARRLKGSG— VTTYSV 

**.** . . *.* *.. *« .***.«.* ...«.*»»,..« x« 

AT SS I AHTYTYSEG I KFQG I NDPAGYSERR AYGQSKLSNLLHSNALSRRLQEEGVN I T I NSV 

HP HPGTVQSELVRHSSFMRWMWWLFSF-FIKTPQQGAQTSLHCALTEGLEILSGNHFSDCHV 

««« * ..* *.*.« « « *. .***.«. . ** .*« ..*..«.**.. 

AT HPGLVTTNLFRYSGFSMKVFRAMTFLFWKNIPQGAATTCYVALHPDLEGVTGKYFGDCNI 

HP AWVSAQARNETIARRLWDVSCDLLGLPID 

AT VAPSKFATNNSLADKLWDFSVFLIDSISK 



[0034] 
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t.t=.. DN A®i^^@H3«I$:MVxTG e n B a n k ES 

0 2 0) t)^^m-^tix\>^t^tt\ m^mm^£<Dx^:^mm(Dm&Miim\:'mBn^n 

[0035] 

<HPO 3 2 8 7> (iB^JS-^3, 13, 2 3) 

t hfi&J® c DN A^^ U -iJ^^m^ntcL^n-yHP 03287(Z)cDN 

A>r b0^j^ag2^fj$:^^L7ti:z:5, 8 3 h ^ (D 5' ^mmmm. 24 

9bp©ORF, 113 3bp(Z)3' #lBiRMi^3b^ LT VNfc„ O 
4x^tl-McD«l^l^*jl K;^^ >*^#*EL:to 03 {CK y t e -D o o 1 i t t 

[0036] 

^MBMiRMm^^Q. OkDa ( S W I S S - P RO TT^'-iZi/H >#-^0 1 
3 8 2 5) illSiK'ffi^r^LTVNfe. ^4lC, ^^^CJDb: h^SM (H P) i:^^^ 

^e-KSsegg. okDa (sp) <Dr^jmmm(Ditm^m-r, -it^^y 
s.^mn^^'tn^enm-t. ^fi^scic^vAX, 45. 7%<Dm^^mhx\^^r=. 

o 

[0037] 

^4 



HP MAFTL YSLLQAALLCVNA I A VLHEERFLKN I GWGTDQG I GGFGE-EPG I KSQLMNL I RSV 

*.. ..* ..** ,«*.*.* *.*«* .«** «**. . .**« x*»., 

SP MFGFGN I LYVTLLLLNA V A I LSEDRFLGR I GWSQSAAL-GFGDRQDT I KSR I LHL I RA I 
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HP RTVMRVPLIIVNSIAIVLLLLFG 
SP RTVMTFPLIAINTIVIVYNLVLG 



[0038] 

:^:cDNA^3D^&agE^J$:ffiV^TGe nB a nk^^^b:fei:z:6, ES 
TcDcftc. 9 0%£(±<Z>^@|5l'{S$:;fr-5%>® (MA«, T -fe^/ a >##A A 8 
5 3 0 9 8) A^^i^$tlTV^fe*\ ^:$>@B^[I^©T'*l6H9®Me^i: |Wf t!;® 

[0039] 

<HP 1 0 6 6 5> (@g^JS-t4, 14, 2 4) 

t h:7 W r^D-^;m-"^*Hilgi^HT- 1 0 8 0 c DN A9^ U -*^e>We> 
nt^i7U-yHP 1 0 6 6 5® cDNA-r>-9— hC?)^J^ttSe?[J$:^^Lfci:r 
5, 3 1 b p CD 5 ' #lSsRM^. 7 4 4 b p ©O RF. 142bp©3' ^NSIR 
M^*^e>^-5«3tS:*L'TV^^o ORFli2 4 7 r ^ ^ ^ ^^SSMS: 

n-KLT^y, N5^^{Cfi^4)'l^je/5'*:h;i'*^#^ELfe, 04lCKyte-Do 
o 1 i t t 1 e (D^^T'^«?)fe:*:SaS<Z)j||7Kffi/i^^K14^n7>r -;i/S:a^-ro 
-f >tf hnjBIRc?)^*, ORF3&>e)^3®$tl-5^'^^-42 5, 3 2 0j;y^^:^^ 
V^2 8 kD aCDlKIRM^^^^^Lfec ^ U V - A ^r^ip-T <5 21 , 2 7 

kDaCDSW^^Lfeo :9^^i/^7*^;i/iB^J-WI^SPfi^M^-efe-S (-3, -1 

) mm^mmt^t. fig^Ma®«2 6#g(Z)Tx/^°^^>^*^e>^&^s^:^2® 

[0040] 

^7^, 3^ccDNA®^^^@H^J$:Mv^TG e nB a n k $:^s^bfe2iz:6, ES 
T(D4j{c, 9 0%J&^±®^[^'f4$:^f '5=fe)0 (Mxl^, r^^-fe$/a>##AAO 

5 5 3 6 7) *'5^^$l^Tv^7b3^)^ ^^mmj^cDx^^mmoM&MtmcmBK 

[0041] 

1 6 a}liE#¥ 1 1-3089745 
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<HP 1 0 6 6 9> (IB^fJ#-^5. 15, 2 5) 

ti:t^D->HP106 6 9C0cDNA>r>-!?— h (D^^mmm^^mht^ t Z 
5, 73 bp® 5' 621bpOORF. 612bp03' #jBIK 

M^*^e)>&6#jt$:^ tTV^:to O R Fii2 0 6 T ^ y'^J^^A^^JfeSSeK^: 
n-FbT^y, l®m®til^M«®K;^>r>7!)^#lSb7^Cc H5lCKyte-D 
oo 1 i t t 1 e®:^ST#«?)fe2[s:Sag®i^;!K'l4/i^;^C'|4^n:7^' -;i/§:^-r 

o 

[0042] 

tit, 2f5:c DNA®ig^@B^JS:MV^TGe nB a n k$::^^Lfci:z:5, ES 

8 6 5 3 3) timm^tiT\,^t^t>K m^mmji(D-v^mm<Dm.}^mtm\^mBM 

[0043] 

<HP 1 0 6 7 0> (I2^!J##6, 16, 2 6) 

t h U^J-^r^p^ h-V^Sa^WERI -RB c D N A ^--T U -7^>^ e)f5e) 
tlfe^ n->HP 1 0 6 7 OOc DNA>f h (D^i^«@B^J$:^^ L 3 

5, 117bp©5' 1299bp(Z)ORF, 606bp®3* # 

lffiiRM^^*^e>>&e«5g?:*LTV>fc„ ORF{i4 3 2 7 ^J^^Tb^^J&SgS 
SS:=i-KLTfeU, 7M©Ji^J^R®F^-f >*^#«Lfcc E6{CKyte- 

Dooiitti e<D:&mx'^isbr^:$im.BM<Dm7i^^ym7i^^^uy>(-ji^m 

[0044] 

^Sl-K^MeMCE LMO 3 F 8. 2 (G e n B a n k^fiK I D#-t A A B 6 

5 9 10) tmmtimLx^^f^. *5ic, :*:ig^?(Z)b: bgfi^ (HP) tm^ 

'K^SeSCE LMO 3 F 8. 2 (CE) ©T ^ 7 ^SB^J® Jtge$:^-to -ii^ 
<Kr ^ 7K^»$:-?-tl^tl^-tc N^^MS 7 6^^a^CJ3V^T, 3 9. 6%®^i 




11—138169 
[0045] 

^5 




HP MDARWWAVVVLAAFPSLGAGGETPEAPPESWTQLWFFRFVVNAAGYASFMVPGYLLVQYF 
CE MDRSI MP I DSPARDKPPD— ELVWPLRLFLI LLGYSTVATPAA I L I YYV 

HP RRKNYLETGRGLCFPLVKACVFGNEPKASDEVPLA PRTEAAETTPMW QALKL 

CE RRNRHAFETPYLSIRLLLRS-FAVGNPEYQLIPTGEKQARKENDSIPQTRAQCINVI ILL 
HP LFCATGLQVSYLTWGVLQERVMTRSY-GATATSPGERFTDSQFLVLMNRVLAL I VA— GL 
CE LFFFSGIQVTLVAMGVLQERIITRGYRRSDQLEVEDKFGETQFLIFCNRIVALVLSLMIL 



HP SCVLCKQPRHGAPMYRYSFASLSNVLSSWCQYEALKFVSFPTQVLAKASKVIPVMLMGKL 
CE AKDWTKQPPHVPPLYVHSYTSFSNTI SSWCQYEALKYVSFPTQTI CKASKVVVTMLMGRL 
HP VSRRSYEHWEYLTATL I S I GVSMFLLSSGPEPRSSPAT—TLSGL I LLAGY I AFDSFTSN 
CE VRGQRYSWFEYGCGCTIAFGASLFLLSSSSKGAGSTITYTSFSGMILMAGYLLFDAFTLN 
HP WQDALFAYK—MSSVQMMFGVNFFSCLFTVGSLLEQGALLEGTRFMGRHSEFAAHALLLS 
CE WQKALFDTKPKVSKYQMMFGVNFFSAILCAVSLIEQGTLWSSIKFGAEHVDFSRDVFLLS 
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HP ICSACGQLFIFYTIGQFGAAVFTIIMTLRQAFAILLSCLLYGHTVTVVGGLGVAVVFAAL 

* ««.«*. XX » 

CE LSGAIGQIFIYSTIERFGPIVFAVIMTIRQIFIRNTLIRAEDHRGVEMAPPPPPEPFRLK 
HP LLRVYARGRLKQRGKKAVPVESPYQKV 
CE FLSMIIAVIHI 



[0046] 

^fc. *cDNA0i^S@g^J$:M^^TGe nB a nk$:^^Lfeilz:5, ES 

19 6) ti^^m-^tix\i^t^t)\ ^'&mm^£(Dv:^mm<7)m&mim\^s&M^n 

[0047] 

<HP 1 0 6 7 1 > (@g3?y##7, 17, 2 7) 

t Sfl^^c DNA9>f >r^U-:^,^e>#e)tlfc^D->HP 10671®cDN 

Ibp^ORF, 2 3 2 bpCD3' #NiBf?fM*^ e>^S=^Jt$:W LT VN3t„ OR 
F«3 0 6r$y^^Sa*^e>:^^geMS:rJ-KLT^^J, Np|^3g{C*i^:0-^>> 
fP^gpic imm®*i^mSilK^-r>*^#^ELfco 0 7{CKyte-D 
o o 1 i t t 1 e©:&^r':^ii)^c*ga®©i»7Ktt/a7Kttyn 

o 

[0048] 

5 7 14 1) *^^^$nTv^fe*^ ^:$MB^j5&®T'*|§racDgeMi:l^i:sajg 

[0049] 



mfiE#^ ] 3-308974 5 





#5|Z 11—138169 



<HP10673> (iB^J#-^ 8 , 18, 28) 

H hJi^JiSc DN A^-^'::^^ y-*^e)#e>tlfc^ n->HP 1 0673®cDN 

A^y'\r-Y'(D±m.mmm^^^Lt^tz.?>. 2 0 3 bp©5' ^nisirmjiic, i 

668bp®ORF. 339bp<D3' V%fco 
MaK^>f >:&^#^Et)t, EISlCKy t e-Doolittl e (DlS^-^^^fc. 
F}^)^ej^«§tlS^^a6 1 , 781 <ky^^:;^^VN6 5 k D a CDlSIRMife;*^^ 
[0050] 

tfc, DNA®J^«@B^iJ^MVNTG e nB a nk^#mb;ti:z:5, ES 

4 13) ;^)^l£#$tlTV^fc:^)^, glSrb^SB^cDT*:*:!^^©^^^^:!^ CgaM^rn 

[0051] 

<H P 1 0 6 7 5> (eH^(J#-^9, 19, 2 9) 

t hB^Jigc DN A^>r:f^ U-^^^^^tlfc^J' D->HP 1 0675©cDN 
A>r>i?— h0^i^^gH^J$:Si^L;^i:3 5, 9 2 bp© 5' immmM. 7 5 
3bp®ORF, 6 4 8 bp®3' #^ISSRMJ^*^ e>:^S#3t$:^bT V^^. OR 

Fii2 5 y^3^»3&^e>^€>ges$:=i- KUT^sy, 'pts^< ii^ 1 mmo) 

tiSJ^Mji -f Lfc, ®9{CKyte-Doolittle 0:^mX' 

[0052] 

2|5:cDNA®^gSi^3^J$:Mv^TG e nB a nkS:^mLfei:z:5, ES 
TCDtfilC, 9 0%JSt±(DffillI'l4$:^t-€.fcCD -fe i/a A A 3 

5 6 1 3 9) *^g»$tiTVNfe*^, as^^@S^J:&ooT'*5§^<Z)SeKi:l^l^SfiM 

[0053] 

<HP10683> (BB?[I## 1 0, 2 0, 3 0) 
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t: hU yts-^MM^U 9 3 7 c DNA^>f :/^U -3&^ ^ ^^jtlTc^^ D - > H 
P 1 0 6 8B<DcDNA>fy^-h(D±^mmm^W:^Lt^tI.?>. 2 5 b 
5' #^®1RM^, 5 2 5 bp0ORF. 7 1 4 b p <Z) 3 ' ^ jfe^:^ 

itS:^L.T^^fc, ORFttl 7 4 7 ^^^STb^b^&SgS^^rn- KL/Tfc 
, l®m<^)«l^ll«jiK^-f >A^#^ELfc„ HI OlCKy t e-Doolitt 

1 e ®:^^-e^i?)fc*geM®i^7fc'f4/0*tt y ^ ^r^-To >r > if h n 

SIR®^:^, ORF*^^^J®$tl^:9■^4l 9, 5 7 2 J:^;^^:^^^^2 2 kD 

tpizit. N-^*une/i/-^'3>:&x^z:e«rigtt*^feSSPfe7bn®m (2 7#g 
Asn-Ile-Thr) ^ft-T-g), 



*c DNA(Di^«iH^J$:M^^TGe nB a n k?:^S^L/fci:z:5, ES 

8 2 3 2 1) ^mm^tix\>^t^t>K m^mmf£(Dx-:$imm(DS:&m}imi:'mBW 

3 - F b r V ^ 6 if e) M ^ -e ^ V N o 

[0055] 

3<DDN A©|6^/>^^^5f-, i3J:t>*3®DNAS:^3^$-&fc^:KM$:ii«-r^ 

<DmQmzM^^mi^^^mt^r^i^<Dmmthxm^^^:Lti)^x^^. :^^m 



[0054] 



2 ] 



ffiiEi^¥ J 1 - 3 0 8 9 
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[0056] 

<110> Sagami Chemical Research Center, 
Protegene Inc. 

<120> Human proteins having hydrophobic domains and DNAs encoding these 
proteins 
<130> S018199 
<160> 30 



[0057] 

<210> 1 
<211> 636 
<212> PRT 

<213> Homo sapience 
<400> 1 

Met Thr Thr Trp Ser Leu Arg Arg Arg Pro Ala Arg Thr Leu Gly Leu 

15 10 15 

Leu Leu Leu Val Val Leu Gly Phe Leu Val Leu Arg Arg Leu Asp Trp 

20 25 30 

Ser Thr Leu Val Pro Leu Arg Leu Arg His Arg Gin Leu Gly Leu Gin 

35 40 45 

Ala Lys Gly Trp Asn Phe Met Leu Glu Asp Ser Thr Phe Trp He Phe 

50 55 60 

Gly Gly Ser lie His Tyr Phe Arg Val Pro Arg Glu Tyr Trp Arg Asp 
65 70 75 80 

Arg Leu Leu Lys Met Lys Ala Cys Gly Leu Asn Thr Leu Thr Thr Tyr 

85 90 95 

Val Pro Trp Asn Leu His Glu Pro Glu Arg Gly Lys Phe Asp Phe Ser 
100 105 110 



mEE#¥l 1 
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Gly Asn Leu Asp Leu Glu Ala Phe Val Leu Met Ala Ala Glu He Gly 

115 120 125 

Leu Trp Val He Leu Arg Pro Gly Pro Tyr He Cys Ser Glu Met Asp 

130 135 140 

Leu Gly Gly Leu Pro Ser Trp Leu Leu Gin Asp Pro Gly Met Arg Leu 
145 150 155 160 

Arg Thr Thr Tyr Lys Gly Phe Thr Glu Ala Val Asp Leu Tyr Phe Asp 

165 170 175 

His Leu Met Ser Arg Val Val Pro Leu Gin Tyr Lys Arg Gly Gly Pro 

180 185 190 

He He Ala Val Gin Val Glu Asn Glu Tyr Gly Ser Tyr Asn Lys Asp 

195 200 205 

Pro Ala Tyr Met Pro Tyr Val Lys Lys Ala Leu Glu Asp Arg Gly He 

210 215 220 

Val Glu Leu Leu Leu Thr Ser Asp Asn Lys Asp Gly Leu Ser Lys Gly 
225 230 235 240 

He Val Gin Gly Val Leu Ala Thr He Asn Leu Gin Ser Thr His Glu 

245 250 255 

Leu Gin Leu Leu Thr Thr Phe Leu Phe Asn Val Gin Gly Thr Gin Pro 

260 265 270 

Lys Met Val Met Glu Tyr Trp Thr Gly Trp Phe Asp Ser Trp Gly Gly 

275 280 285 

Pro His Asn He Leu Asp Ser Ser Glu Val Leu Lys Thr Val Ser Ala 

290 295 300 

He Val Asp Ala Gly Ser Ser He Asn Leu Tyr Met Phe His Gly Gly 
305 310 315 320 

Thr Asn Phe Gly Phe Met Asn Gly Ala Met His Phe His Asp Tyr Lys 

325 330 335 

Ser Asp Val Thr Ser Tyr Asp Tyr Asp Ala Val Leu Thr Glu Ala Gly 
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340 345 350 

Asp Tyr Thr Ala Lys Tyr Met Lys Leu Arg Asp Phe Phe Gly Ser lie 

355 360 365 

Ser Gly He Pro Leu Pro Pro Pro Pro Asp Leu Leu Pro Lys Met Pro 

370 375 380 

Tyr Glu Pro Leu Thr Pro Val Leu Tyr Leu Ser Leu Trp Asp Ala Leu 
385 390 395 400 

Lys Tyr Leu Gly Glu Pro He Lys Ser Glu Lys Pro lie Asn Met Glu 

405 410 415 

Asn Leu Pro Val Asn Gly Gly Asn Gly Gin Ser Phe Gly Tyr He Leu 

420 425 430 

Tyr Glu Thr Ser lie Thr Ser Ser Gly He Leu Ser Gly His Val His 

435 440 445 

Asp Arg Gly Gin Val Phe Val Asn Thr Val Ser lie Gly Phe Leu Asp 

450 455 460 

Tyr Lys Thr Thr Lys He Ala Val Pro Leu lie Gin Gly Tyr Thr Val 
465 470 475 480 

Leu Arg He Leu Val Glu Asn Arg Gly Arg Val Asn Tyr Gly Glu Asn 

485 490 495 

He Asp Asp Gin Arg Lys Gly Leu lie Gly Asn Leu Tyr Leu Asn Asp 

500 505 510 

Ser Pro Leu Lys Asn Phe Arg He Tyr Ser Leu Asp Met Lys Lys Ser 

515 520 525 

Phe Phe Gin Arg Phe Gly Leu Asp Lys Trp Ser Ser Leu Pro Glu Thr 

530 535 540 

Pro Thr Leu Pro Ala Phe Phe Leu Gly Ser Leu Ser He Ser Ser Thr 
545 550 555 560 

Pro Cys Asp Thr Phe Leu Lys Leu Glu Gly Trp Glu Lys Gly Val Val 
565 570 575 
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Phe He Asn Gly Gin Asn Leu Gly Arg Tyr Trp Asn He Gly Pro Gin 

580 585 590 

Lys Thr Leu Tyr Leu Pro Gly Pro Trp Leu Ser Ser Gly He Asn Gin 

595 600 605 

Val He Val Phe Glu GIu Thr Met Ala Gly Pro Ala Leu Gin Phe Thr 

610 615 620 

Glu Thr Pro His Leu Gly Arg Asn Gin Tyr He Lys 
625 630 635 

[0058] 

<210> 2 
<211> 318 
<212> PRT 

<213> Homo sapience 
<400> 2 

Met Val Glu Leu Met Phe Pro Leu Leu Leu Leu Leu Leu Pro Phe Leu 

15 10 15 

Leu Tyr Met Ala Ala Pro Gin He Arg Lys Met Leu Ser Ser Gly Val 

20 25 30 

Cys Thr Ser Thr Val Gin Leu Pro Gly Lys Val Val Val Val Thr Gly 

35 40 45 

Ala Asn Thr Gly He Gly Lys Glu Thr Ala Lys Glu Leu Ala Gin Arg 

50 55 60 

Gly Ala Arg Val Tyr Leu Ala Cys Arg Asp Val Glu Lys Gly Glu Leu 
65 70 75 80 

Val Ala Lys Glu He Gin Thr Thr Thr Gly Asn Gin Gin Val Leu Val 

85 90 95 

Arg Lys Leu Asp Leu Ser Asp Thr Lys Ser He Arg Ala Phe Ala Lys 
100 105 no 
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Gly Phe Leu Ala Glu Glu Lys His Leu His Val Leu He Asn Asn Ala 

115 120 125 

Gly Val Met Met Cys Pro Tyr Ser Lys Thr Ala Asp Gly Phe Glu Met 

130 135 140 

His He Gly Val Asn His Leu Gly His Phe Leu Leu Thr His Leu Leu 
145 150 155 160 

Leu Glu Lys Leu Lys Glu Ser Ala Pro Ser Arg He Val Asn Val Ser 

165 170 175 

Ser Leu Ala His His Leu Gly Arg He His Phe His Asn Leu Gin Gly 

180 185 190 

Glu Lys Phe Tyr Asn Ala Gly Leu Ala Tyr Cys His Ser Lys Leu Ala 

195 200 205 

Asn He Leu Phe Thr Gin Glu Leu Ala Arg Arg Leu Lys Gly Ser Gly 

210 215 220 

Val Thr Thr Tyr Ser Val His Pro Gly Thr Val Gin Ser Glu Leu Val 
225 230 235 240 

Arg His Ser Ser Phe Met Arg Trp Met Trp Trp Leu Phe Ser Phe Phe 

245 250 255 

He Lys Thr Pro Gin Gin Gly Ala Gin Thr Ser Leu His Cys Ala Leu 

260 265 270 

Thr Glu Gly Leu Glu He Leu Ser Gly Asn His Phe Ser Asp Cys His 

275 280 285 

Val Ala Trp Val Ser Ala Gin Ala Arg Asn Glu Thr He Ala Arg Arg 

290 295 300 

Leu Trp Asp Val Ser Cys Asp Leu Leu Gly Leu Pro He Asp 
305 310 315 



[0059] 

<210> 3 
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<211> 82 
<212> PRT 

<213> Homo sapience 
<400> 3 



Met Ala Phe Thr Leu Tyr Ser Leu Leu Gin Ala Ala Leu Leu Cys 



Val 



10 



15 



Asn Ala He Ala Val Leu His Glu Glu Arg Phe Leu Lys Asn II 



e Gly 



20 



25 



30 



Trp Gly Thr Asp Gin Gly He Gly Gly Phe Gly Glu Glu Pro Gly He 



35 



40 



45 



Lys Ser Gin Leu Met Asn Leu lie Arg Ser Val Arg Thr Val Met Arg 



50 



55 



60 



Val Pro Leu He He Val Asn Ser He Ala He Val Leu Leu Leu Leu 

65 70 
Phe Gly 



75 



80 



[0060] 

<210> 4 
<211> 247 
<212> PRT 

<213> Homo sapience 
<400> 4 

Met His Leu Ala Arg Leu Val Gly Ser Cys Ser Leu Leu Leu Leu Leu 

15 10 15 

Gly Ala Leu Ser Gly Trp Ala Ala Ser Asp Asp Pro He Glu Lys Val 

20 25 30 

lie Glu Gly He Asn Arg Gly Leu Ser Asn Ala Glu Arg Glu Val Gly 
35 40 45 

, . 2 7 1 3-308974 5 
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Lys Ala Leu Asp Gly He Asn Ser Gly He Thr His Ala Gly Arg Glu 

50 55 60 

Val Glu Lys Val Phe Asn Gly Leu Ser Asn Met Gly Ser His Thr Gly 
65 70 75 80 

Lys Glu Leu Asp Lys Gly Val Gin Gly Leu Asn His Gly Met Asp Lys 

85 90 95 

Val Ala His Glu He Asn His Gly lie Gly Gin Ala Gly Lys Glu Ala 

100 105 110 

Glu Lys Leu Gly His Gly Val Asn Asn Ala Ala Gly Gin Ala Gly Lys 

115 120 125 

Glu Ala Asp Lys Ala Val Gin Gly Phe His Thr Gly Val His Gin Ala 

130 135 140 

Gly Lys Glu Ala Glu Lys Leu Gly Gin Gly Val Asn His Ala Ala Asp 
145 150 155 160 

Gin Ala Gly Lys Glu Val Glu Lys Leu Gly Gin Gly Ala His His Ala 

165 170 175 

Ala Gly Gin Ala Gly Lys Glu Leu Gin Asn Ala His Asn Gly Val Asn 

180 185 190 

Gin Ala Ser Lys Glu Ala Asn Gin Leu Leu Asn Gly Asn His Gin Ser 

195 200 205 

Gly Ser Ser Ser His Gin Gly Gly Ala Thr Thr Thr Pro Leu Ala Ser 

210 215 220 

Gly Ala Ser Val Asn Thr Pro Phe He Asn Leu Pro Ala Leu Trp Arg 
225 230 235 240 

Ser Val Ala Asn He Met Pro 
245 



[0061] 

<210> 5 
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<211> 206 
<212> PRT 

<213> Homo sapience 
<400> 5 

Met Ala Pro Ser His Leu Ser Val Arg Glu Met Arg Glu Asp Glu Lys 

15 10 15 

Pro Leu Val Leu Glu Met Leu Lys Ala Gly Val Lys Asp Thr Glu Asn 

20 25 30 

Arg Val Ala Leu His Ala Leu Thr Arg Pro Pro Ala Leu Leu Leu Leu 

35 40 45 

Ala Ala Ala Ser Ser Gly Leu Arg Phe Val Leu Ala Ser Phe Ala Leu 

50 55 60 

Ala Leu Leu Leu Pro Val Phe Leu Ala Val Ala Ala Val Lys Leu Gly 
65 70 75 80 

Leu Arg Ala Arg Trp Gly Ser Leu Pro Pro Pro Gly Gly Leu Gly Gly 

85 90 95 

Pro Trp Val Ala Val Arg Gly Ser Gly Asp Val Cys Gly Val Leu Ala 

100 105 110 

Leu Ala Pro Gly Thr Asn Ala Gly Asp Gly Ala Arg Val Thr Arg Leu 

115 120 125 

Ser Val Ser Arg Trp His Arg Arg Arg Gly Val Gly Arg Arg Leu Leu 

130 135 140 

Ala Phe Ala Glu Ala Arg Ala Arg Ala Trp Ala Gly Gly Met Gly Glu 
145 150 155 160 

Pro Arg Ala Arg Leu Val Val Pro Val Ala Val Ala Ala Trp Gly Val 

165 170 175 

Gly Gly Met Leu Glu Gly Cys Gly Tyr Gin Ala Glu Gly Gly Trp Gly 

180 185 190 

Cys Leu Gly Tyr Thr Leu Val Arg Glu Phe Ser Lys Asp Leu 
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195 



200 



205 



[0062] 

<210> 6 
<211> 432 
<212> PRT 

<213> Hobo sapience 
<400> 6 

Met Asp Ala Arg Trp Trp Ala Val Val Val Leu Ala Ala Phe Pro Ser 

15 10 15 

Leu Gly Ala Gly Gly Glu Thr Pro Glu Ala Pro Pro Glu Ser Trp Thr 

20 25 30 

Gin Leu Trp Phe Phe Arg Phe Val Val Asn Ala Ala Gly Tyr Ala Ser 

35 40 45 

Phe Met Val Pro Gly Tyr Leu Leu Val Gin Tyr Phe Arg Arg Lys Asn 

50 55 60 

Tyr Leu Glu Thr Gly Arg Gly Leu Cys Phe Pro Leu Val Lys Ala Cys 
65 70 75 80 

Val Phe Gly Asn Glu Pro Lys Ala Ser Asp Glu Val Pro Leu Ala Pro 

85 90 95 

Arg Thr Glu Ala Ala Glu Thr Thr Pro Met Trp Gin Ala Leu Lys Leu 

100 105 110 

Leu Phe Cys Ala Thr Gly Leu Gin Val Ser Tyr Leu Thr Trp Gly Val 

115 120 125 

Leu Gin Glu Arg Val Met Thr Arg Ser Tyr Gly Ala Thr Ala Thr Ser 

130 135 140 

Pro Gly Glu Arg Phe Thr Asp Ser Gin Phe Leu Val Leu Met Asn Arg 
145 150 155 160 

Val Leu Ala Leu He Val Ala Gly Leu Ser Cys Val Leu Cys Lys Gin 
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165 170 175 

Pro Arg His Gly Ala Pro Met Tyr Arg Tyr Ser Phe Ala Ser Leu Ser 

180 185 190 

Asn Val Leu Ser Ser Trp Cys Gin Tyr Glu Ala Leu Lys Phe Val Ser 

195 200 205 

Phe Pro Thr Gin Val Leu Ala Lys Ala Ser Lys Val He Pro Val Met 

210 215 220 

Leu Met Gly Lys Leu Val Ser Arg Arg Ser Tyr Glu His Trp Glu Tyr 
225 230 235 240 

Leu Thr Ala Thr Leu He Ser He Gly Val Ser Met Phe Leu Leu Ser 

245 250 255 

Ser Gly Pro Glu Pro Arg Ser Ser Pro Ala Thr Thr Leu Ser Gly Leu 

260 265 270 

He Leu Leu Ala Gly Tyr He Ala Phe Asp Ser Phe Thr Ser Asn Trp 

275 280 285 

Gin Asp Ala Leu Phe Ala Tyr Lys Met Ser Ser Val Gin Met Met Phe 

290 295 300 

Gly Val Asn Phe Phe Ser Cys Leu Phe Thr Val Gly Ser Leu Leu Glu 
305 310 315 320 

Gin Gly Ala Leu Leu Glu Gly Thr Arg Phe Met Gly Arg His Ser Glu 

325 330 335 

Phe Ala Ala His Ala Leu Leu Leu Ser He Cys Ser Ala Cys Gly Gin 

340 345 350 

Leu Phe He Phe Tyr Thr He Gly Gin Phe Gly Ala Ala Val Phe Thr 

355 360 365 

He He Met Thr Leu Arg Gin Ala Phe Ala He Leu Leu Ser Cys Leu 

370 375 380 

Leu Tyr Gly His Thr Val Thr Val Val Gly Gly Leu Gly Val Ala Val 
385 390 395 400 
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Val Phe Ala Ala Leu Leu Leu Arg Val Tyr Ala Arg Gly Arg Leu Lys 

405 410 415 

Gin Arg Gly Lys Lys Ala Val Pro Val Glu Ser Pro Val Gin Lys Val 
420 425 430 

[0063] 

<210> 7 
<211> 306 
<212> PRT 

<213> Homo sapience 
<400> 7 

Met Gly His Arg Thr Leu Val Leu Pro Trp Val Leu Leu Thr Leu Cys 

15 10 15 

Val Thr Ala Gly Thr Pro Glu Val Trp Val Gin Val Arg Met Glu Ala 

20 25 30 

Thr Glu Leu Ser Ser Phe Thr He Arg Cys Gly Phe Leu Gly Ser Gly 

35 40 45 

Ser He Ser Leu Val Thr Val Ser Trp Gly Gly Pro Asp Gly Ala Gly 

50 55 60 

Gly Thr Thr Leu Ala Val Leu His Pro Glu Arg Gly He Arg Gin Trp 
65 70 75 80 

Ala Pro Ala Arg Gin Ala Arg Trp Glu Thr Gin Ser Ser He Ser Leu 

85 90 95 

He Leu Glu Gly Ser Gly Ala Ser Ser Pro Cys Ala Asn Thr Thr Phe 

100 105 110 

Cys Cys Lys Phe Ala Ser Phe Pro Glu Gly Ser Trp Glu Ala Cys Gly 

115 120 125 

Ser Leu Pro Pro Ser Ser Asp Pro Gly Leu Ser Ala Pro Pro Thr Pro 
130 135 140 
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Ala Pro He Leu Arg Ala Asp Leu Ala Gly He Leu Gly Val Ser Gly 
145 150 155 160 

Val Leu Leu Phe Gly Cys Val Tyr Leu Leu His Leu Leu Arg Arg His 

165 170 175 

Lys His Arg Pro Ala Pro Arg Leu Gin Pro Ser Arg Thr Ser Pro Gin 

180 185 190 

Ala Pro Arg Ala Arg Ala Trp Ala Pro Ser Gin Ala Ser Gin Ala Ala 

195 200 205 

Leu His Val Pro Tyr Ala Thr He Asn Thr Ser Cys Arg Pro Ala Thr 

210 215 220 

Leu Asp Thr Ala His Pro His Gly Gly Pro Ser Trp Trp Ala Ser Leu 
225 230 235 240 

Pro Thr His Ala Ala His Arg Pro Gin Gly Pro Ala Ala Trp Ala Ser 

245 250 255 

Thr Pro He Pro Ala Arg Gly Ser Phe Val Ser Val Glu Asn Gly Leu 

260 265 270 

Tyr Ala Gin Ala Gly Glu Arg Pro Pro His Thr Gly Pro Gly Leu Thr 

275 280 285 

Leu Phe Pro Asp Pro Arg Gly Pro Arg Ala Met Glu Gly Pro Leu Gly 

290 295 300 

Val Arg 
305 



[0064] 

<210> 8 
<211> 555 
<212> PRT 

<213> Homo sapience 
<400> 8 



m!iE#¥ ]]-3089745 




4f ^ 11-138169 



• 



Met Gin Ser Cys Glu Ser Ser Gly Asp Ser Ala Asp Asp Pro Leu Ser 

1 5 10 15 

Arg Gly Leu Arg Arg Arg Gly Gin Pro Arg Val Val Val He Gly Ala 

20 25 30 

Gly Leu Ala Gly Leu Ala Ala Ala Lys Ala Leu Leu Glu Gin Gly Phe 

35 40 45 

Thr Asp Val Thr Val Leu Glu Ala Ser Ser His He Gly Gly Arg Val 

50 55 60 

Gin Ser Val Lys Leu Gly His Ala Thr Phe Glu Leu Gly Ala Thr Trp 
65 70 75 80 

He His Gly Ser His Gly Asn Pro He Tyr His Leu Ala Glu Ala Asn 

85 90 95 

Gly Leu Leu Glu Glu Thr Thr Asp Gly Glu Arg Ser Val Gly Arg lie 

100 105 110 

Ser Leu Tyr Ser Lys Asn Gly Val Ala Cys Tyr Leu Thr Asn His Gly 

115 120 125 

Arg Arg He Pro Lys Asp Val Val Glu Glu Phe Ser Asp Leu Tyr Asn 

130 135 140 

Glu Val Tyr Asn Leu Thr Gin Glu Phe Phe Arg His Asp Lys Pro Val 
145 150 155 160 

Asn Ala Glu Ser Gin Asn Ser Val Gly Val Phe Thr Arg Glu Glu Val 

165 170 175 

Arg Asn Arg He Arg Asn Asp Pro Asp Asp Pro Glu Ala Thr Lys Arg 

180 185 190 

Leu Lys Leu Ala Met He Gin Gin Tyr Leu Lys Val Glu Ser Cys Glu 

195 200 205 

Ser Ser Ser His Ser Met Asp Glu Val Ser Leu Ser Ala Phe Gly Glu 

210 215 220 

Trp Thr Glu He Pro Gly Ala His His He He Pro Ser Gly Phe Met 
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225 230 235 240 

Arg Val Val Glu Leu Leu Ala Glu Gly He Pro Ala His Val He Gin 

245 250 255 

Leu Gly Lys Pro Val Arg Cys He His Trp Asp Gin Ala Ser Ala Arg 

260 265 270 

Pro Arg Gly Pro Glu He Glu Pro Arg Gly Glu Gly Asp His Asn His 

275 280 285 

Asp Thr Gly Glu Gly Gly Gin Gly Gly Glu Glu Pro Arg Gly Gly Arg 

290 295 300 

Trp Asp Glu Asp Glu Gin Trp Ser Val Val Val Glu Cys Glu Asp Cys 
305 310 315 320 

Glu Leu He Pro Ala Asp His Val He Val Thr Val Ser Leu Gly Val 

325 330 335 

Leu Lys Arg Gin Tyr Thr Ser Phe Phe Arg Pro Gly Leu Pro Thr Glu 

340 345 350 

Lys Val Ala Ala He His Arg Leu Gly He Gly Thr Thr Asp Lys He 

355 360 365 

Phe Leu Glu Phe Glu Glu Pro Phe Trp Gly Pro Glu Cys Asn Ser Leu 

370 375 380 

Gin Phe Val Trp Glu Asp Glu Ala Glu Ser His Thr Leu Thr Tyr Pro 
385 390 395 400 

Pro Glu Leu Trp Tyr Arg Lys He Cys Gly Phe Asp Val Leu Tyr Pro 

405 410 415 

Pro Glu Arg Tyr Gly His Val Leu Ser Gly Trp lie Cys Gly Glu Glu 

420 425 430 

Ala Leu Val Met Glu Lys Cys Asp Asp Glu Ala Val Ala Glu He Cys 

435 440 445 

Thr Glu Met Leu Arg Gin Phe Thr Gly Asn Pro Asn lie Pro Lys Pro 
450 455 460 
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Arg Arg lie Leu Arg Ser Ala Trp Gly Ser Asn Pro Tyr Phe Arg Gly 

465 470 475 480 

Ser Tyr Ser Tyr Thr Gin Val Gly Ser Ser Gly Ala Asp Val Glu Lys 

485 490 495 

Leu Ala Lys Pro Leu Pro Tyr Thr Glu Ser Ser Lys Thr Ala Pro Met 

500 505 510 

Gin Val Leu Phe Ser Gly Glu Ala Thr His Arg Lys Tyr Tyr Ser Thr 

515 520 525 

Thr His Gly Ala Leu Leu Ser Gly Gin Arg Glu Ala Ala Arg Leu He 

530 535 540 

Glu Met Tyr Arg Asp Leu Phe Gin Gin Gly Thr 

545 550 555 



[0065] 

<210> 9 
<211> 250 
<212> PRT 

<213> Homo sapience 
<400> 9 

Met Gly Ser Gin His Ser Ala Ala Ala Arg Pro Ser Ser Cys Arg Arg 

15 10 15 

Lys Gin Glu Asp Asp Arg Asp Gly Leu Leu Ala Glu Arg Glu Gin Glu 

20 25 30 

Glu Ala He Ala Gin Phe Pro Tyr Val Glu Phe Thr Gly Arg Asp Ser 

35 40 45 

He Thr Cys Leu Thr Cys Gin Gly Thr Gly Tyr He Pro Thr Glu Gin 

50 55 60 

Val Asn Glu Leu Val Ala Leu He Pro His Ser Asp Gin Arg Leu Arg 
65 70 75 80 
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Pro Gin Arg Thr Lys Gin Tyr Val Leu Leu Ser He Leu Leu Cys Leu 

85 90 95 

Leu Ala Ser Gly Leu Val Val Phe Phe Leu Phe Pro His Ser Val Leu 

100 105 110 

Val Asp Asp Asp Gly He Lys Val Val Lys Val Thr Phe Asn Lys Gin 

115 120 125 

Asp Ser Leu Val He Leu Thr He Met Ala Thr Leu Lys He Arg Asn 

130 135 140 

Ser Asn Phe Tyr Thr Val Ala Val Thr Ser Leu Ser Ser Gin He Gin 
145 150 155 160 

Tyr Met Asn Thr Val Val Ser Thr Tyr Val Thr Thr Asn Val Ser Leu 

165 170 175 

He Pro Pro Arg Ser Glu Gin Leu Val Asn Phe Thr Gly Lys Ala Glu 

180 185 190 

Met Gly Gly Pro Phe Ser Tyr Val Tyr Phe Phe Cys Thr Val Pro Glu 

195 200 205 

He Leu Val His Asn He Val He Phe Met Arg Thr Ser Val Lys lie 

210 215 220 

Ser Tyr lie Gly Leu Met Thr Gin Ser Ser Leu Glu Thr His His Tyr 
225 230 235 240 

Val Asp Cys Gly Gly Asn Ser Thr Ala lie 
245 250 



[0066] 
<210> 10 
<211> 174 
<212> PRT 

<213> Homo sapience 
<400> 10 
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Met Gin Ala Pro Ala Phe Arg Asp Lys Lys Gin Gly Val Ser Ala Lys 

15 10 15 

Asn Gin Gly Ala His Asp Pro Asp Tyr Glu Asn He Thr Leu Ala Phe 

20 25 30 

Lys Asn Gin Asp His Ala Lys Gly Gly His Ser Arg Pro Thr Ser Gin 

35 40 45 

Val Pro Ala Gin Cys Arg Pro Pro Ser Asp Ser Thr Gin Val Pro Cys 

50 55 60 

Trp Leu Tyr Arg Ala He Leu Ser Leu Tyr He Leu Leu Ala Leu Ala 
65 70 75 80 

Phe Val Leu Cys He He Leu Ser Ala Phe He Met Val Lys Asn Ala 

85 90 95 

Glu Met Ser Lys Glu Leu Leu Gly Phe Lys Arg Glu Leu Trp Asn Val 

100 105 110 

Ser Asn Ser Val Gin Ala Cys Glu Glu Arg Gin Lys Arg Gly Trp Asp 

115 120 125 

Ser Val Gin Gin Ser He Thr Met Val Arg Ser Lys He Asp Arg Leu 

130 135 140 

Glu Thr Thr Leu Ala Gly He Lys Asn He Asp Thr Lys Val Gin Lys 
145 150 155 160 

He Leu Glu Val Leu Gin Lys Met Pro Gin Ser Ser Pro Gin 
165 170 

[0067] 
<210> 11 
<211> 1908 
<212> DNA 

<213> Homo sapience 
<400> 11 
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atgaccacgt ggagcctccg gcggaggccg gcccgcacgc tgggactcct gctgctggtc 60 
gtcttgggct tcctggtgct tcgcaggctg gactggagca ccctggtccc tctgcggctc 120 

cgccatcgac agctggggct gcaggccaag ggctggaact tcatgctgga ggattccacc 180 

ttctggatct tcgggggctc catccactat ttccgtgtgc ccagggagta ctggagggac 240 

cgcctgctga agatgaaggc ctgtggcttg aacaccctca ccacctatgt tccgtggaac 300 

ctgcatgagc cagaaagagg caaatttgac ttctctggga acctggacct ggaggccttc 360 

gtcctgatgg ccgcagagat cgggctgtgg gtgattctgc gtccaggccc ctacatctgc 420 

agtgagatgg acctcggggg cttgcccagc tggctactcc aagaccctgg catgaggctg 480 

aggacaactt acaagggctt caccgaagca gtggaccttt attttgacca cctgatgtcc 540 

9 agggtggtgc cactccagta caagcgtggg ggacctatca ttgccgtgca ggtggagaat 600 

gaatatggtt cctataataa agaccccgca tacatgccct acgtcaagaa ggcactggag 660 

gaccgtggca ttgtggaact gctcctgact tcagacaaca aggatgggct gagcaagggg 720 

attgtccagg gagtcttggc caccatcaac ttgcagtcaa cacacgagct gcagctactg 780 

accacctttc tcttcaacgt ccaggggact cagcccaaga tggtgatgga gtactggacg 840 

gggtggtttg actcgtgggg aggccctcac aatatcttgg attcttctga ggttttgaaa 900 

accgtgtctg ccattgtgga cgccggctcc tccatcaacc tctacatgtt ccacggaggc 960 

accaactttg gcttcatgaa tggagccatg cacttccatg actacaagtc agatgtcacc 1020 

agctatgact atgatgctgt gctgacagaa gccggcgatt acacggccaa gtacatgaag 1080 

^ cttcgagact tcttcggctc catctcaggc atccctctcc ctcccccacc tgaccttctt 1140 

cccaagatgc cgtatgagcc cttaacgcca gtcttgtacc tgtctctgtg ggacgccctc 1200 

aagtacctgg gggagccaat caagtctgaa aagcccatca acatggagaa cctgccagtc 1260 

aatgggggaa atggacagtc cttcgggtac attctctatg agaccagcat cacctcgtct 1320 

ggcatcctca gtggccacgt gcatgatcgg gggcaggtgt ttgtgaacac agtatccata 1380 

ggattcttgg actacaagac aacgaagatt gctgtccccc tgatccaggg ttacaccgtg 1440 

ctgaggatct tggtggagaa tcgtgggcga gtcaactatg gggagaatat tgatgaccag 1500 

cgcaaaggct taattggaaa tctctatctg aatgattcac ccctgaaaaa cttcagaatc 1560 

tatagcctgg atatgaagaa gagcttcttt cagaggttcg gcctggacaa atggagttcc 1620 

ctcccagaaa cacccacatt acctgctttc ttcttgggta gcttgtccat cagctccacc 1680 

ccttgtgaca cctttctgaa gctggagggc tgggagaagg gggttgtatt catcaatggc 1740 
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cagaaccttg gacgttactg gaacattgga ccccagaaga cgctttacct cccaggtccc 1800 

tggttgagca gcggaatcaa ccaggtcatc gtttttgagg agacgatggc gggccctgca I860 

ttacagttca cggaaacccc ccacctgggc aggaaccagt acattaag 1908 

[0068] 
<210> 12 
<211> 954 
<212> DNA 

<213> Homo sapience 
<400> 12 

atggttgagc tcatgttccc gctgttgctc ctccttctgc ccttccttct gtatatggct 60 

gcgccccaaa tcaggaaaat gctgtccagt ggggtgtgta catcaactgt tcagcttcct 120 

gggaaagtag ttgtggtcac aggagctaat acaggtatcg ggaaggagac agccaaagag 180 

ctggctcaga gaggagctcg agtatattta gcttgccggg atgtggaaaa gggggaattg 240 

gtggccaaag agatccagac cacgacaggg aaccagcagg tgttggtgcg gaaactggac 300 

ctgtctgata ctaagtctat tcgagctttt gctaagggct tcttagctga ggaaaagcac 360 

ctccacgttt tgatcaacaa tgcaggagtg atgatgtgtc cgtactcgaa gacagcagat 420 

ggctttgaga tgcacatagg agtcaaccac ttgggtcact tcctcctaac ccatctgctg 480 

ctagagaaac taaaggaatc agccccatca aggatagtaa atgtgtcttc cctcgcacat 540 

cacctgggaa ggatccactt ccataacctg cagggcgaga aattctacaa tgcaggcctg 600 

gcctactgtc acagcaagct agccaacatc ctcttcaccc aggaactggc ccggagacta 660 

aaaggctctg gcgttacgac gtattctgta caccctggca cagtccaatc tgaactggtt 720 

cggcactcat ctttcatgag atggatgtgg tggcttttct cctttttcat caagactcct 780 

cagcagggag cccagaccag cctgcactgt gccttaacag aaggtcttga gattctaagt 840 

gggaatcatt tcagtgactg tcatgtggca tgggtctctg cccaagctcg taatgagact 900 

atagcaaggc ggctgtggga cgtcagttgt gacctgctgg gcctcccaat agac 954 

[0069] 
<210> 13 
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<211> 246 
<212> DNA 

<213> Homo sapience 
<400> 13 

atggccttta ccctgtactc actgctgcag gcagccctgc tctgcgtcaa cgccatcgca 60 
gtgctgcacg aggagcgatt cctcaagaac attggctggg gaacagacca gggaattggt 120 
ggatttggag aagagccggg aattaaatca cagctaatga accttattcg atctgtaaga 180 
accgtgatga gagtgccatt gataatagta aactcaattg caattgtgtt acttttatta 240 
tttgga 246 

[0070] 
<210> 14 
<211> 741 
<212> DNA 

<213> Homo sapience 
<400> 14 

atgcatcttg cacgtctggt cggctcctgc tccctccttc tgctactggg ggccctgtct 60 

ggatgggcgg ccagcgatga ccccattgag aaggtcattg aagggatcaa ccgagggctg 120 

agcaatgcag agagagaggt gggcaaggcc ctggatggca tcaacagtgg aatcacgcat 180 

gccggaaggg aagtggagaa ggttttcaac ggacttagca acatggggag ccacaccggc 240 

aaggagttgg acaaaggcgt ccaggggctc aaccacggca tggacaaggt tgcecatgag 300 

atcaaccatg gtattggaca agcaggaaag gaagcagaga agcttggcca tggggtcaac 360 

aacgctgctg gacaggccgg gaaggaagca gacaaagcgg tccaagggtt ccacactggg 420 

gtccaccagg ctgggaagga agcagagaaa cttggccaag gggtcaacca tgctgctgac 480 

caggctggaa aggaagtgga gaagcttggc caaggtgccc accatgctgc tggccaggcc 540 

gggaaggagc tgcagaatgc tcataatggg gtcaaccaag ccagcaagga ggccaaccag 600 

ctgctgaatg gcaaccatca aagcggatct tccagccatc aaggaggggc cacaaccacg 660 

ccgttagcct ctggggcctc ggtcaacacg cctttcatca accttcccgc cctgtggagg 720 

agcgtcgcca acatcatgcc c 74I 
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[0071] 
<210> 15 
<211> 618 
<212> DNA 

<213> Homo sapience 
<400> 15 

atggccccca gccacctgtc agtgcgggag atgagggaag atgagaagcc cctggtgctg 
gagatgctga aggccggcgt gaaggacacg gaaaaccgcg tggccctcca tgccttgaca 
cggccgccgg ccctgctcct cctggcggcg gccagcagcg gcctgcgctt tgtcctggct 
tccttcgccc tggccctcct cctgccggtg ttcctggctg tggccgccgt gaagctgggc 
ctgcgggccc gatggggctc gctgcctccg ccgggtggcc tggggggccc ctgggtggcc 
gtgcggggct ccggtgacgt gtgtggggtc ctggctctgg cccctggcac aaatgcaggg 
gacggggccc gggtcacccg cctgtctgtc tctcgctggc accgccgccg gggcgtgggc 
aggaggctgc tggccttcgc ggaggcccgg gctcgggcct gggctggggg catgggggag 
ccccgggccc ggctcgtggt ccccgtggct gtggccgcct ggggggtggg agggatgctg 
gagggctgtg gctaccaggc cgaggggggc tggggctgcc tgggctacac gctggtgagg 
gaattcagca aagacctg 

[0072] 
<210> 16 
<211> 1296 
<212> DNA 

<213> Homo sapience 
<400> 16 

atggacgcca gatggtgggc agtggtggtg ctggctgcgt tcccctccct aggggcaggt 
ggggagactc ccgaagcccc tccggagtca tggacccagc tatggttctt ccgatttgtg 
gtgaatgctg ctggctatgc cagctttatg gtacctggct acctcctggt gcagtacttc 
aggcggaaga actacctgga gaccggtagg ggcctctgct ttcccctggt gaaagcttgt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
618 



60 
120 
180 
240 
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gtgtttggca atgagcccaa ggcctctgat gaggttcccc tggcgccccg aacagaggcg 300 

gcagagacca ccccgatgtg gcaggccctg aagctgctct tctgtgccac agggctccag 360 

gtgtcttatc tgacttgggg tgtgctgcag gaaagagtga tgacccgcag ctatggggcc 420 

acagccacat caccgggtga gcgctttacg gactcgcagt tcctggtgct aatgaaccga 480 

gtgctggcac tgattgtggc tggcctctcc tgtgttctct gcaagcagcc ccggcatggg 540 

gcacccatgt accggtactc ctttgccagc ctgtccaatg tgcttagcag ctggtgccaa 600 

tacgaagctc ttaagttcgt cagcttcccc acccaggtgc tggccaaggc ctctaaggtg 660 

atccctgtca tgctgatggg aaagcttgtg tctcggcgca gctacgaaca ctgggagtac 720 

ctgacagcca cactcatctc cattggggtc agcatgtttc tgctatccag cggaccagag 780 

ccccgcagct ccccagccac cacactctca ggcctcatct tactggcagg ttatattgct 840 

tttgacagct tcacctcaaa ctggcaggat gccctgtttg cctataagat gtcatcggtg 900 

cagatgatgt ttggggtcaa tttcttctcc tgcctcttca cagtgggctc actgctagaa 960 

cagggggccc tactggaggg aacccgcttc atggggcgac acagtgagtt tgctgcccat 1020 

gccctgctac tctccatctg ctccgcatgt ggccagctct tcatctttta caccattggg 1080 

cagtttgggg ctgccgtctt caccatcatc atgaccctcc gccaggcctt tgccatcctt 1140 

ctttcctgcc ttctctatgg ccacactgtc actgtggtgg gagggctggg ggtggctgtg 1200 

gtctttgctg ccctcctgct cagagtctac gcgcggggcc gtctaaagca acggggaaag 1260 

aaggctgtgc ctgttgagtc tcctgtgcag aaggtt 1296 

[0073] 
<210> 17 
<211> 918 
<212> DNA 

<213> Homo sapience 
<400> 17 

atggggcacc ggaccctggt cctgccctgg gtgctgctga ccttgtgtgt cactgcgggg 60 

accccggagg tgtgggttca agttcggatg gaggccaccg agctctcgtc cttcaccatc 120 

cgttgtgggt tcctggggtc tggctccatc tccctggtga ctgtgagctg ggggggcccc 180 

gacggtgctg gggggaccac gctggctgtg ttgcacccag aacgtggcat ccggcaatgg 240 
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gcccctgctc 


gccaggcccg ctgggaaacc 


cagagcagca tctctctcat cctggaaggc 


300 




tctggggcca 


gcagcccctg cgccaacacc 


accttctgct gcaagtttgc gtccttccct 


360 




gagggctcct 


gggaggcctg tgggagcctc 


ccgcccagct cagacccagg gctctctgcc 


420 




ccgccgactc 


ctgcccccat tctgcgggca gacctggccg ggatcttggg ggtctcagga 


480 




gtcctcctct 


ttggctgtgt ctacctcctt 


catctgctgc gccgacataa gcaccgccct 


540 




gcccctaggc 


tccagccgtc ccgcaccagc 


ccccaggcac cgagagcacg agcatgggca 


600 




ccaagccagg 


cctcccaggc tgctcttcac gtcccttatg ccactatcaa caccagctgc 


660 




cgcccagcta 


ctttggacac agctcacccc 


catggggggc cgtcctggtg ggcgtcactc 


720 




cccacccacg 


ctgcacaccg gccccagggc 


cctgccgcct gggcctccac acccatccct 


780 


• 


gcacgtggca 


gctttgtctc tgttgagaat 


ggactctacg ctcaggcagg ggagaggcct 


840 




cctcacactg 


gtcccggcct cactcttttc 


cctgaccctc gggggcccag ggccatggaa 


900 




ggacccttag 


gagttcga 




918 



[0074] 
<210> 18 
<211> 1665 
<212> DNA 

<213> Homo sapience 
<400> 18 

atgcaaagtt gtgaatccag tggtgacagt gcggatgacc ctctcagtcg cggcctacgg 60 
agaaggggac agcctcgtgt ggtggtgatc ggcgccggct tggctggcct ggctgcagcc 120 
aaagcacttc ttgagcaggg tttcacggat gtcactgtgc ttgaggcttc cagccacatc 180 
ggaggccgtg tgcagagtgt gaaacttgga cacgccacct ttgagctggg agccacctgg 240 
atccatggct cccatgggaa ccctatctat catctagcag aagccaacgg cctcctggaa 300 
gagacaaccg atggggaacg cagcgtgggc cgcatcagcc tctattccaa gaatggcgtg 360 
gcctgctacc ttaccaacca cggccgcagg atccccaagg acgtggttga ggaattcagc 420 
gatttataca acgaggtcta taacttgacc caggagttct tccggcacga taaaccagtc 480 
aatgctgaaa gtcaaaatag cgtgggggtg ttcacccgag aggaggtgcg taaccgcatc 540 
aggaatgacc ctgacgaccc agaggctacc aagcgcctga agctcgccat gatccagcag 600 
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tacctgaagg 


tggagagctg 


tgagagcagc 


tcacacagca 


tggacgaggt gtccctgagc 


660 


gccttcgggg 


agtggaccga 


gatccccggc 


gctcaccaca 


tcatcccctc gggcttcatg 


720 


cgggttgtgg 


agctgctggc 


ggagggcatc 


cctgcccacg 


tcatccagct agggaaacct 


780 


gtccgctgca 


ttcactggga 


ccaggcctca 


gcccgcccca 


gaggccctga gattgagccc 


840 


cggggtgagg 


gcgaccacaa 


tcacgacact 


ggggagggtg 


gccagggtgg agaggagccc 


900 


cgggggggca 


ggtgggatga 


ggatgagcag 


tggtcggtgg 


tggtggagtg cgaggactgt 


960 


gagctgatcc 


cggcggacca 


tgtgattgtg 


accgtgtcgc 


taggtgtgct aaagaggcag 


1020 


tacaccagtt 


tcttccggcc 


aggcctgccc 


acagagaagg 


tggctgccat ccaccgcctg 


1080 


ggcattggca 


ccaccgacaa 


gatctttctg 


gaattcgagg 


agcccttctg gggccctgag 


1140 


tgcaacagcc 


tacagtttgt 


gtgggaggac 


gaagcggaga 


gccacaccct cacctaccca 


1200 


cctgagctct 


ggtaccgcaa 


gatctgcggc 


tttgatgtcc 


tctacccgcc tgagcgctac 


1260 


ggccatgtgc 


tgagcggctg 


gatctgcggg 


gaggaggccc 


tcgtcatgga gaagtgtgat 


1320 


gacgaggcag 


tggccgagat 


ctgcacggag 


atgctgcgtc 


agttcacagg gaaccccaac 


1380 


at tccaaaac 


ctcggcgaat 


cttgcgctcg 


gcctggggca 


gcaaccciia ciiccgfcggc 


t A Af\ 

144U 


tcctattcat 


acacgcaggt 


gggctccagc 


ggggcggatg 


tggagaagct ggccaagccc 


1500 


ctgccgtaca 


cggagagctc 


aaagacagcg 


cccatgcagg 


tgctgttttc cggtgaggcc 


1560 


acccaccgca 


agtactattc 


caccacccac 


ggtgctctgc 


tgtccggcca gcgtgaggct 


1620 


gcccgcctca 


ttgagatgta 


ccgagacctc 


ttccagcagg 


ggacc 


1665 



[0075] 
<210> 19 
<211> 750 
<212> DNA 

<213> Homo sapience 
<400> 19 

atggggtctc agcattccgc tgctgctcgc ccctcctcct gcaggcgaaa gcaagaagat 60 
gacagggacg gtttgctggc tgaacgagag caggaagaag ccattgctca gttcccatat 120 
gtggaattca ccgggagaga tagcatcacc tgtctcacgt gccaggggac aggctacatt 180 
ccaacagagc aagtaaatga gttggtggct ttgatcccac acagtgatca gagattgcgc 240 
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cctcagcgaa ctaagcaata tgtcctcctg tccatcctgc tttgtctcct ggcatctggt 300 

ttggtggttt tcttcctgtt tccgcattca gtccttgtgg atgatgacgg catcaaagtg 360 

gtgaaagtca catttaataa gcaagactcc cttgtaattc tcaccatcat ggccaccctg 420 

aaaatcagga actccaactt ctacacggtg gcagtgacca gcctgtccag ccagattcag 480 

tacatgaaca cagtggtcag tacatatgtg actactaacg tctcccttat tccacctcgg 540 

agtgagcaac tggtgaattt taccgggaag gccgagatgg gaggaccgtt ttcctatgtg 600 

tacttcttct gcacggtacc tgagatcctg gtgcacaaca tagtgatctt catgcgaact 660 

tcagtgaaga tttcatacat tggcctcatg acccagagct ccttggagac acatcactat 720 

gtggattgtg gaggaaattc cacagctatt 750 

[0076] 
<210> 20 
<211> 522 
<212> DNA 

<213> Homo sapience 
<400> 20 

atgcaagcac cagccttcag ggacaagaaa cagggggtct cagccaagaa tcaaggtgcc 60 

catgacccag actatgagaa tatcaccttg gccttcaaaa atcaggacca tgcaaagggt 120 

ggtcattcac gacccacgag ccaagtccca gcccagtgca ggccgccctc agactccacc 180 

caggtcccct gctggttgta cagagccatc ctgagcctgt acatcctcct ggccctggcc 240 

tttgtcctct gcatcatcct gtcagccttc atcatggtga agaatgctga gatgtccaag 300 

gagctgctgg gctttaaaag ggagctttgg aatgtctcaa actccgtaca agcatgcgaa 360 

gagagacaga agagaggctg ggattccgtt cagcagagca t caeca tggt caggagcaag 420 

attgatagat tagagacgac attagcaggc ataaaaaaca ttgacacaaa ggtacagaaa 480 

atcttggagg tgctgcagaa aatgccacag tcctcacctc aa 522 



[0077] . 
<210> 21 
<211> 3234 
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<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (129) ... (2039) 
<400> 21 

aatgagcgcc ggcgggccgg ttgcccaggc gaccagcgcg cggctccgcc ccccgcggcg 60 
aggctcccgc gcgcggctga gtgcggactg gagtgggaac ccgggtcccc gcgcttagag 120 
aacacgcg atg acc acg tgg age etc egg egg agg ccg gee Cge acg ctg 170 
Met Thr Thr Trp Ser Leu Arg Arg Arg Pro Ala Arg Thr Leu 
1 5 10 

gga etc etg ctg ctg gtc gtc ttg ggc ttc ctg gtg ctt cge agg ctg 218 
Gly Leu Leu Leu Leu Val Val Leu Gly Phe Leu Val Leu Arg Arg Leu 
15 20 25 30 

gac tgg age acc etg gtc cet ctg egg etc cgc cat cga cag etg ggg 266 
Asp Trp Ser Thr Leu Val Pro Leu Arg Leu Arg His Arg Gin Leu Gly 

35 40 45 

etg cag gee aag ggc tgg aac tte atg ctg gag gat tec acc ttc tgg 314 
Leu Gin Ala Lys Gly Trp Asn Phe Met Leu Glu Asp Ser Thr Phe Trp 

50 55 60 

ate tte ggg ggc tec ate cac tat ttc cgt gtg ecc agg gag tac tgg 362 
He Phe Gly Gly Ser He His Tyr Phe Arg Val Pro Arg Glu Tyr Trp 

65 70 75 

agg gac cge etg ctg aag atg aag gee tgt ggc ttg aac acc etc acc 410 
Arg Asp Arg Leu Leu Lys Met Lys Ala Cys Gly Leu Asn Thr Leu Thr 

80 85 90 

acc tat gtt ccg tgg aac ctg cat gag cca gaa aga ggc aaa ttt gac 458 
Thr Tyr Val Pro Trp Asn Leu His Glu Pro Glu Arg Gly Lys Phe Asp 
95 100 105 110 
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ttc tct ggg aac ctg gac ctg gag gcc ttc gtc ctg atg gcc gca gag 506 
Phe Ser Gly Asn Leu Asp Leu Glu Ala Phe Val Leu Met Ala Ala Qlu 

115 120 125 

ate ggg ctg tgg gtg att ctg cgt oca ggc ccc tac ate tgc agt gag 554 
lie Gly Leu Trp Val He Leu Arg Pro Gly Pro Tyr He Cys Ser Glu 

130 135 140 

atg gac etc ggg ggc ttg ccc age tgg eta etc caa gac cct ggc atg 602 
Met Asp Leu Gly Gly Leu Pro Ser Trp Leu Leu Gin Asp Pro Gly Met 

145 150 155 

agg ctg agg aca act tac aag ggc ttc acc gaa gca gtg gac ctt tat 650 
Arg Leu Arg Thr Thr Tyr Lys Gly Phe Thr Glu Ala Val Asp Leu Tyr 

160 165 170 

ttt gac cac ctg atg tec agg gtg gtg cea etc cag tac aag cgt ggg 698 
Phe Asp His Leu Met Ser Arg Val Val Pro Leu Gin Tyr Lys Arg Gly 
175 180 185 190 

gga cct ate att gcc gtg cag gtg gag aat gaa tat ggt tec tat aat 746 
Gly Pro He He Ala Val Gin Val Glu Asn Glu Tyr Gly Ser Tyr Asn 

195 200 205 

aaa gac ccc gca tac atg ccc tac gtc aag aag gca ctg gag gac cgt 794 
Lys Asp Pro Ala Tyr Met Pro Tyr Val Lys Lys Ala Leu Glu Asp Arg 

210 215 220 

ggc att gtg gaa ctg etc ctg act tea gac aac aag gat ggg ctg age 842 
Gly He Val Glu Leu Leu Leu Thr Ser Asp Asn Lys Asp Gly Leu Ser 

225 230 235 

aag ggg att gtc cag gga gtc ttg gee acc ate aac ttg cag tea aca 890 
Lys Gly He Val Gin Gly Val Leu Ala Thr lie Asn Leu Gin Ser Thr 

240 245 250 

cac gag ctg cag eta ctg ace acc ttt etc ttc aac gtc cag ggg act 938 
His Glu Leu Gin Leu Leu Thr Thr Phe Leu Phe Asn Val Gin Gly Thr 
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255 260 265 270 

cag ccc aag atg gtg atg gag tac tgg acg ggg tgg ttt gac tcg tgg 986 

Gin Pro Lys Met Val Met Glu Tyr Trp Thr Gly Trp Phe Asp Ser Trp 

275 280 285 

gga ggc cct cac aat ate ttg gat tct tct gag gtt ttg aaa acc gtg 1034 
Gly Gly Pro His Asn He Leu Asp Ser Ser Glu Val Leu Lys Thr Val 

290 295 300 

tct gcc att gtg gac gcc ggc tec tee ate aac etc tac atg ttc cac 1082 
Ser Ala He Val Asp Ala Gly Ser Ser He Asn Leu Tyr Met Phe His 

305 310 315 

gga ggc ace aac ttt ggc ttc atg aat gga gcc atg cac ttc cat gac 1130 
Gly Gly Thr Asn Phe Gly Phe Met Asn Gly Ala Met His Phe His Asp 

320 325 330 

tac aag tea gat gtc ace age tat gac tat gat get gtg ctg aea gaa 1178 
Tyr Lys Ser Asp Val Thr Ser Tyr Asp Tyr Asp Ala Val Leu Thr Glu 
335 340 345 350 

gee ggc gat tac acg gcc aag tac atg aag ett cga gac ttc ttc ggc 1226 
Ala Gly Asp Tyr Thr Ala Lys Tyr Met Lys Leu Arg Asp Phe Phe Gly 

355 360 365 

tec ate tea ggc ate cct etc cct ccc cea cct gac ett ett ccc aag 1274 
Ser He Ser Gly He Pro Leu Pro Pro Pro Pro Asp Leu Leu Pro Lys 

370 375 380 

atg ccg tat gag ccc tta acg cea gtc ttg tac ctg tct ctg tgg gac 1322 
Met Pro Tyr Glu Pro Leu Thr Pro Val Leu Tyr Leu Ser Leu Trp Asp 

385 390 395 

gee etc aag tac ctg ggg gag cea ate aag tct gaa aag ccc ate aac 1370 
Ala Leu Lys Tyr Leu Gly Glu Pro He Lys Ser Glu Lys Pro He Asn 

400 405 410 

atg gag aac ctg cea gtc aat ggg gga aat gga cag tee ttc ggg tac 1418 
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Met Glu Asn Leu Pro Val Asn Gly Gly Asn Gly Gin Ser Phe Gly Tyr 

415 420 425 430 

att etc tat gag acc age ate aee teg tct ggc ate ete agt gge cac 1466 

He Leu Tyr Glu Thr Ser lie Thr Ser Ser Gly He Leu Ser Gly His 

435 440 445 

gtg eat gat egg ggg cag gtg ttt gtg aac aca gta tee ata gga ttc 1514 
Val His Asp Arg Gly Gin Val Phe Val Asn Thr Val Ser Me Gly Phe 

450 455 460 

ttg gac tae aag aea aeg aag att get gte cce ctg ate cag ggt tae 1562 
Leu Asp Tyr Lys Thr Thr Lys He Ala Val Pro Leu He Gin Gly Tyr 

465 470 475 

acc gtg etg agg ate ttg gtg gag aat cgt ggg cga gte aac tat ggg 1610 
Thr Val Leu Arg He Leu Val Glu Asn Arg Gly Arg Val Asn Tyr Gly 

480 485 490 

gag aat att gat gac eag cgc aaa gge tta att gga aat etc tat ctg 1658 
Glu Asn He Asp Asp Gin Arg Lys Gly Leu He Gly Asn Leu Tyr Leu 
495 500 505 510 

aat gat tea cce ctg aaa aac tte aga ate tat age etg gat atg aag 1706 
Asn Asp Ser Pro Leu Lys Asn Phe Arg He Tyr Ser Leu Asp Met Lys 

515 520 525 

aag age ttc ttt eag agg tte gge ctg gac aaa tgg agt tec ete cea 1754 
Lys Ser Phe Phe Gin Arg Phe Gly Leu Asp Lys Trp Ser Ser Leu Pro 

530 535 540 

gaa aca cce aca tta cct get tte tte ttg ggt age ttg tec ate age 1802 
Glu Thr Pro Thr Leu Pro Ala Phe Phe Leu Gly Ser Leu Ser He Ser 

545 550 555 

tec acc cct tgt gac aee ttt etg aag ctg gag ggc tgg gag aag ggg 1850 
Ser Thr Pro Cys Asp Thr Phe Leu Lys Leu Glu Gly Trp Glu Lys Gly 
560 565 570 
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gtt gta ttc ate eat ggc cag aac ctt gga cgt tac tgg aac att gga 1898 

Val Val Phe He Asn Gly Gin Asn Leu Gly Arg Tyr Trp Asn He Gly 

575 580 585 590 

ccc cag aag acg ctt tac etc cea ggt ccc tgg ttg age age gga ate 1946 

Pro Gin Lys Thr Leu Tyr Leu Pro Gly Pro Trp Leu Ser Ser Gly He 

595 600 605 

aac cag gtc ate gtt ttt gag gag acg atg gcg ggc cet gea tta cag 1994 
Asn Gin Val He Val Phe Glu Glu Thr Met Ala Gly Pro Ala Leu Gin 

610 615 620 

ttc acg gaa ace ccc eac etg ggc agg aac cag tac att aag tgag 2040 
Phe Thr Glu Thr Pro His Leu Gly Arg Asn Gin Tyr He Lys 

625 630 635 

cggtggcaec cceteetget ggtgecagtg ggagaetgee gceteetett gaectgaagc 2100 

ctggtggetg ctgceceace cctcaetgca aaageatcte ettaagtage aacetcaggg 2160 

actggggget aeagtetgee cctgteteag cteaaaacce taagcetgea gggaaaggtg 2220 

ggatggctet gggcetggct ttgttgatga tggctttect acagceetgc tettgtgccg 2280 

aggctgtcgg getgtctcta gggtggg^gc agetaateag atcgcccagc etttggccct 2340 

eagaaaaagt getgaaacgt gcccttgcac cggaegtcac agccctgcga gcatctgctg 2400 

gaetcaggeg tgctetttge tggttectgg gaggcttggc eacatccetc atggceecat 2460 

tttatceecg aaatcctggg tgtgtcacea gtgtagaggg tggggaaggg gtgtctcaec 2520 

tgagctgact ttgttcttee tteaeaacet tetgageett ctttgggatt ctggaaggaa 2580 

cteggcgtga gaaacatgtg actteccett tcccttccca etcgctgctt eceacagggt 2640 

gaeaggctgg gctggagaaa cagaaatcet caecctgegt etteeeaagt tagcaggtgt 2700 

etetggtgtt cagtgaggag gacatgtgag tcetggcaga ageeatggce eatgtctgea 2760 

catecaggga ggaggaeaga aggeceaget caeatgtgag tcetggcaga ageeatggce 2820 

eatgtctgea catecaggga ggaggaeaga aggeceaget caeatgtgag tcetggcaga 2880 

ageeatggce eatgtctgea catecaggga ggaggaeaga aggeceaget caeatgtgag 2940 

tcetggcaga ageeatggce eatgtctgea catecaggga ggaggaeaga aggeceaget 3000 

caeatgtgag tcetggcaga ageeatggce eatgtctgea catecaggga ggaggaeaga 3060 
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aggcccagct cagtggcccc cgccccccac cccccacgcc cgaacagcag gggcagagca 3120 

gccctccttc gaagtgtgtc caagtccgca tttgagcctt gttctggggc ccagcccaac 3180 

acctggcttg ggctcactgt cctgagttgc agtaaagcta taaccttgaa tcac 3234 



[0078] 
<210> 22 
<211> 2490 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (70) . . . (1026) 
<400> 22 

agaaagagaa gccatagtcg gcgagcaacg ctggagcatc ccgctctggt gccgctgcag 60 
ccggcagag atg gtt gag etc atg ttc ccg ctg ttg etc etc ctt ctg ccc 111 
Met Val Glu Leu Met Phe Pro Leu Leu Leu Leu Leu Leu Pro 
1 5 10 

ttc ctt ctg tat atg get gcg ccc caa ate agg aaa atg ctg tec agt 159 
Phe Leu Leu Tyr Met Ala Ala Pro Gin He Arg Lys Met Leu Ser Ser 
15 20 25 30 

ess gtg tgt aca tea act gtt eag ctt cet ggg aaa gta gtt gtg gte 207 
Gly Val Cys Thr Ser Thr Val Gin Leu Pro Gly Lys Val Val Val Val 

35 40 45 

aca gga get aat aca ggt ate ggg aag gag aca gee aaa gag ctg get 255 
Thr Gly Ala Asn Thr Gly He Gly Lys Glu Thr Ala Lys Glu Leu Ala 

50 55 60 

cag aga gga get cga gta tat tta get tgc egg gat gtg gaa aag ggg 303 
Gin Arg Gly Ala Arg Val Tyr Leu Ala Cys Arg Asp Val Glu Lys Gly 
65 70 75 
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gaa ttg gtg gcc aaa gag ate cag acc acg aca ggg aac cag cag gtg 351 
Glu Leu Val Ala Lys Glu He Gin Thr Thr Thr Gly Asn Gin Gin Val 

80 85 90 

ttg gtg egg aaa etg gac etg tet gat act aag tct att cga get ttt 399 
Leu Val Arg Lys Leu Asp Leu Ser Asp Thr Lys Ser He Arg Ala Phe 
95 100 105 110 

get aag gge tte tta get gag gaa aag cae etc cae gtt ttg ate aac 447 
Ala Lys Gly Phe Leu Ala Glu Glu Lys His Leu His Val Leu He Asn 

115 120 125 

aat gca gga gtg atg atg tgt ceg tae tcg aag aca gea gat ggc ttt 495 
Asn Ala Gly Val Met Met Cys Pro Tyr Ser Lys Thr Ala Asp Gly Phe 

130 135 140 

gag atg cae ata gga gtc aac cae ttg ggt cac tte etc eta acc cat 543 
Glu Met His He Gly Val Asn His Leu Gly His Phe Leu Leu Thr His 

145 150 155 

etg etg eta gag aaa eta aag gaa tea gee cca tea agg ata gta aat 591 
Leu Leu Leu Glu Lys Leu Lys Glu Ser Ala Pro Ser Arg He Val Asn 

160 165 170 

gtg tet tec etc gca cat eac etg gga agg ate cae tte cat aac etg 639 
Val Ser Ser Leu Ala His His Leu Gly Arg He His Phe His Asn Leu 
175 180 185 190 

cag ggc gag aaa tte tae aat gca ggc etg gcc tae tgt cac age aag 687 
Gin Gly Glu Lys Phe Tyr Asn Ala Gly Leu Ala Tyr Cys His Ser Lys 

195 200 205 

eta gcc aac ate etc tte ace cag gaa etg gcc egg aga eta aaa gge 735 
Leu Ala Asn He Leu Phe Thr Gin Glu Leu Ala Arg Arg Leu Lys Gly 

210 215 220 

tct ggc gtt acg acg tat tct gta cac cct ggc aca gtc caa tct gaa 783 
Ser Gly Val Thr Thr Tyr Ser Val His Pro Gly Thr Val Gin Ser Glu 
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225 230 235 

ctg gtt egg cac tea tct ttc atg aga tgg atg tgg tgg ctt ttc tec 831 
Leu Val Arg His Ser Ser Phe Met Arg Trp Met Trp Trp Leu Phe Ser 

240 245 250 

ttt ttc ate aag act cet eag cag gga gee cag acc age ctg cac tgt 879 
Phe Phe He Lys Thr Pro Gin Gin Gly Ala Gin Thr Ser Leu His Cys 
255 260 265 270 

gee tta aca gaa ggt ctt gag att eta agt ggg aat cat ttc agt gae 927 
Ala Leu Thr Glu Gly Leu Glu He Leu Ser Gly Asn His Phe Ser Asp 

275 280 285 

tgt cat gtg gea tgg gtc tct gee eaa get cgt aat gag act ata gca 975 
Cys His Val Ala Trp Val Ser Ala Gin Ala Arg Asn Glu Thr He Ala 

290 295 300 

agg egg ctg tgg gae gtc agt tgt gac ctg ctg ggc etc cea ata gae 1023 
Arg Arg Leu Trp Asp Val Ser Cys Asp Leu Leu Gly Leu Pro He Asp 

305 310 315 

taaeagg cagtgccagt tggacccaag agaagaetgc agcagactae acagtactte 1080 
ttgtcaaaat gattcteett caaggtttte aaaacettta gcacaaagag agcaaaaect 1140 
tccagccttg cctgcttggt gtceagttaa aacteagtgt aetgccagat tegtctaaat 1200 
gtctgtcatg tccagattta etttgcttet gttactgcca gagttaetag agatatcata 1260 
ataggataag aagaccctea tatgacctgc acagctcatt ttcettetga aagaaactac 1320 
tacctaggag aatetaagct atagcaggga tgatttatgc aaatttgaac tagcttcttt 1380 
gttcacaatt cagttcctec caaccaacca gtetteaett caagagggcc acactgcaac 1440 
ctcagettaa catgaataac aaagaetggc tcaggagcag ggcttgccca ggcatggtgg 1500 
atcaceggag gtcagtagtt caagaccagc ctggceaaca tggtgaaacc ceacctctac 1560 
taaaaattgt gtatatcttt gtgtgtcttc ctgtttatgt gtgccaaggg agtattttca 1620 
caaagttcaa aacagccaca ataatcagag atggagcaaa ceagtgccat ccagtcttta 1680 
tgcaaatgaa atgctgcaaa gggaagcaga ttctgtatat gttggtaact acccaccaag 1740 
agcacatggg tagcagggaa gaagtaaaaa aagagaagga gaataetgga agataatgea 1800 
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caaEatg33g 


ggaciagtta 


aggaixaac L 


agccctttaa ggattaacta gttaaggatt 


1 ^^RO 


aatagcaaaa 


gatax Laaai 


tf-k -4- O O O 4 

axgcxaaca L 


agctatggag gaattgaggg caagcaccca 


1 Q9n 


ggactgatga 


ggtci taaca 


aaaaccagxg 


tggcaaaaaa 


aaaaaaaaaa aaaaaaaaaa 


1 QRO 


aaaaaaatcc 


taaaaacaaa 


caaacaaaaa 


aaacaattct 


tcattcagaa aaattatctt 




agggactgat 


attggtaatl 


axggxcaaxx 


taataatatt 


ttggggcatt tccttacatt 




gtcttgacaa 


gattaaaatg 


tctgtgccaa 


aattttgtat 


txtatxtgga gacttcttax 


ZiOU 


caaaagtaat 


gctgccaaag 


gaagtctaag 


gaattagtag 


tgttcccatc acttgtttgg 


999n 


agtgtgctat 


tctaaaagat 


tttgatttcc 


tggaatgaca 


attatatttt aactttggtg 


2280 


ggggaaagag 


ttataggacc 


acagtcttca 


cttctgatac 


ttgtaaatta atcttttatt 


2340 


gcacttgttt 


tgaccattaa 


gctatatgtt 


tagaaatggt 


cattttacgg aaaaattaga 


2400 


aaaattctga 


taatagtgca 


gaataaatga 


attaatgttt 


tacttaattt atattgaact 


2460 


gtcaatgaca 


aataaaaatt 


ctttttgatt 






2490 



[0079] 
<210> 23 
<211> 1465 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (84)... (332) 

<400> 23 

gaaggcgccg gccgtggagg cgccacgtcc cttgcggcgg cgggagagaa atcgcttgga 60 
cttcggggcg gcctcggacg gcc atg gcc ttt acc ctg tac tea ctg ctg 110 

Met Ala Phe Thr Leu Tyr Ser Leu Leu 

1 5 

cag gca gcc ctg etc tgc gtc aac gcc ate gca gtg ctg eac gag gag 158 
Gin Ala Ala Leu Leu Cys Val Asn Ala He Ala Val Leu His Glu Glu 

10 15 20 25 
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cga ttc etc aag aac att ggc tgg gga aca gac cag gga att ggt gga 206 

Arg Phe Leu Lys Asn lie Gly Trp Gly Thr Asp Gin Gly He Gly Gly 

30 35 40 

ttt gga gaa gag ccg gga att aaa tea cag eta atg aac ctt att cga 254 

Phe Gly Glu Glu Pro Gly He Lys Ser Gin Leu Met Asn Leu He Arg 

45 50 55 

tet gta aga ace gtg atg aga gtg cea ttg ata ata gta aac tea att 302 

Ser Val Arg Thr Val Met Arg Val Pro Leu He lie Val Asn Ser He 

60 65 70 

gea att gtg tta ctt tta tta ttt gga tgaatatcag tggagaaaat g 350 
Ala He Val Leu Leu Leu Leu Phe Gly 
75 80 



gagactcaga 


agaggacatg 


ccagtagaag 


ttattacttt 


ggtcattatt 


ggaatattta 


410 


tatcttagct 


ggctgacctt 


gcacttgtca 


aaaatgtaaa 


gctgaaaata 


aaaccagggt 


470 


ttctatttat 


ctgttttttt 


ttttaatgtt 


gcacttgtag 


tttcattaca 


aaagatcaga 


530 


tcatgaaagg 


cagtaactct 


ccaggactgg 


aatatctgat 


tgctcagtgt 


taatagtagt 


590 


tcatgctgtg 


gtgagattgt 


taaaagggtg 


caagactgtt 


gcttctcttt 


ttttagatat 


650 


ttttctatct 


ctcacttctc 


agggatgaaa 


ttctttttca 


aagttttgaa 


gttccttgca 


710 


acttagccat 


gatgtgagtg 


gttatcccta 


gataaaatta 


aaaggatttt 


taaaaagtaa 


770 


ttactgcaca 


taaaatgata 


aataggtaat 


ttgaataatt 


ttattttaag 


ctccttggtt 


830 


aattattttg 


tctattgtct 


cagctataaa 


ttcaaattta 


tacatactat 


tgagtattaa 


890 


tattctctga 


tttcagggag 


aattctgtca 


gtcacatgat 


gattatgttt 


ttgtttaaca 


950 


ttctttccat 


gcacttgtta 


ttttattaat 


ttgcctgaat 


gatgagacca 


gaccagtgtc 


1010 


tacagatttt 


cattgtcaga 


aaaatctata 


agtctgccct 


ttttacaatg 


atgatttaaa 


1070 


aaaaacaaca 


gcgtaaatat 


tagcccacaa 


gagcagtcct 


aaacaatcac 


aattacactg 


1130 


tactacccaa 


gaagactgtt 


tattgtgaag 


catttacctt 


tcaaaaaatc 


attacatttc 


1190 


tatttcttgg 


tggagcagca 


cattgtggag 


tgtgattctt 


aattcttcat 


tgagtttgtc 


1250 


aataggacat 


tgatgctgga 


taggttgtct 


tttgttttta 


tgtctcagac 


catcttgtga 


1310 


gattgtttgc 


ctatctcata 


atacagtttt 


atgcagaaag 


gttgaaacta 


tgtaaatggt 


1370 
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ttttatggaa attatcagtt acaatatttt aaaggtgtag aatggcatct ttgtttatag 1430 
gagaacattt gtaaataaag ttaaatttct aagtc 1465 

[0080] 
<210> 24 
<211> 917 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (32).., (775) 

<400> 24 

tctctgcatc cttcccgacc ttcccagcaa t atg cat ctt gca cgt ctg gtc 52 

Met His Leu Ala Arg Leu Val 

1 5 

ggc tec tgc tec etc ctt ctg eta ctg ggg gee ctg tct gga tgg gcg 100 
Gly Ser Cys Ser Leu Leu Leu Leu Leu Gly Ala Leu Ser Gly Trp Ala 

10 15 20 

gee age gat gae ccc att gag aag gtc att gaa ggg ate aac cga ggg 148 
Ala Ser Asp Asp Pro He Glu Lys Val lie Glu Gly He Asn Arg Gly 

25 30 35 

ctg age aat gca gag aga gag gtg ggc aag gee ctg gat ggc ate aac 196 
Leu Ser Asn Ala Glu Arg Glu Val Gly Lys Ala Leu Asp Gly He Asn 
40 45 50 55 

agt gga ate acg eat gee gga agg gaa gtg gag aag gtt ttc aac gga 244 
Ser Gly He Thr His Ala Gly Arg Glu Val Glu Lys Val Phe Asn Gly 

60 65 70 

ctt age aac atg ggg age cac ace ggc aag gag ttg gae aaa ggc gtc 292 
Leu Ser Asn Met Gly Ser His Thr Gly Lys Glu Leu Asp Lys Gly Val 
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75 80 85 

cag ggg etc aac cac ggc atg gac aag gtt gcc cat gag ate aac eat 340 
Gin Gly Leu Asn His Gly Met Asp Lys Val Ala His Glu He Asn His 

90 95 100 

ggt att gga caa gca gga aag gaa gca gag aag ctt ggc cat ggg gte 388 
Gly He Gly Gin Ala Gly Lys Glu Ala Glu Lys Leu Gly His Gly Val 

105 110 115 

aac aac get get gga cag gcc ggg aag gaa gca gac aaa gcg gtc caa 436 
Asn Asn Ala Ala Gly Gin Ala Gly Lys Glu Ala Asp Lys Ala Val Gin 
120 125 130 135 

ggg ttc cac act ggg gtc cac cag get ggg aag gaa gca gag aaa ctt 484 
Gly Phe His Thr Gly Val His Gin Ala Gly Lys Glu Ala Glu Lys Leu 

140 145 150 

ggc caa ggg gte aac cat get get gac cag get gga aag gaa gtg gag 532 
Gly Gin Gly Val Asn His Ala Ala Asp Gin Ala Gly Lys Glu Val Glu 

155 160 165 

aag ctt ggc caa ggt gcc cac eat get get ggc cag gcc ggg aag gag 580 
Lys Leu Gly Gin Gly Ala His His Ala Ala Gly Gin Ala Gly Lys Glu 

170 175 180 

etg cag aat get cat aat ggg gtc aac caa gcc age aag gag gcc aac 628 
Leu Gin Asn Ala His Asn Gly Val Asn Gin Ala Ser Lys Glu Ala Asn 

185 190 195 

cag etg ctg aat ggc aac cat caa age gga tct tec age cat caa gga 676 
Gin Leu Leu Asn Gly Asn His Gin Ser Gly Ser Ser Ser His Gin Gly 
200 205 210 215 

ggg gee aca acc aeg ccg tta gcc tct ggg gcc teg gtc aac aeg ect 724 
Gly Ala Thr Thr Thr Pro Leu Ala Ser Gly Ala Ser Val Asn Thr Pro 

220 225 230 

ttc ate aac ctt cec gcc ctg tgg agg age gtc gcc aac ate atg cce 772 



5 8 
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Phe He Asn Leu Pro Ala Leu Trp Arg Ser Val Ala Asn He Met Pro 

235 240 245 

taaactgg catccggcct tgctgggaga ataatgtcgc cgttgtcaca tcagctgaca 830 
tgacctggag gggttggggg tgggggacag gtttctgaaa tccctgaagg gggttgtact 890 
gggatttgtg aataaacttg atacact 917 

[0081] 
<210> 25 
<211> 1306 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (74)... (694) 

<400> 25 

gaaggaccaa aggcgaccgg tgcaggtgca cgacgccagc tcccttctgg ggggccgggg 60 
cctgggggtt gcc atg gcc ccc age cac ctg tea gtg egg gag atg agg 109 
Met Ala Pro Ser His Leu Ser Val Arg Glu Met Arg 
1 5 10 

gaa gat gag aag ccc ctg gtg ctg gag atg ctg aag gcc ggc gtg aag 157 
Glu Asp Glu Lys Pro Leu Val Leu Glu Met Leu Lys Ala Gly Val Lys 

15 20 25 

gae acg gaa aac ego gtg gcc etc cat gcc ttg aca egg ceg ccg gcc 205 
Asp Thr Glu Asn Arg Val Ala Leu His Ala Leu Thr Arg Pro Pro Ala 

30 35 40 

ctg etc etc ctg gcg gcg gcc age age ggc ctg cgc ttt gtc ctg get 253 
Leu Leu Leu Leu Ala Ala Ala Ser Ser Gly Leu Arg Phe Val Leu Ala 
45 50 55 60 

tec ttc gcc ctg gee etc etc ctg ceg gtg ttc ctg get gtg gcc gee 301 
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Ser Phe Ala Leu Ala Leu Leu Leu Pro Val Phe Leu Ala Val Ala Ala 

65 70 75 

gtg aag ctg ggc ctg egg gcc cga tgg ggc tcg ctg cct ccg ccg ggt 349 
Val Lys Leu Gly Leu Arg Ala Arg Trp Gly Ser Leu Pro Pro Pro Gly 

80 85 90 

ggc ctg ggg ggc ccc tgg gtg gcc gtg egg ggc tec ggt gac gtg tgt 397 
Gly Leu Gly Gly Pro Trp Val Ala Val Arg Gly Ser Gly Asp Val Cys 

95 100 105 

ggg gte ctg get ctg gee cct ggc aca aat gca ggg gac ggg gcc egg 445 
Gly Val Leu Ala Leu Ala Pro Gly Thr Asn Ala Gly Asp Gly Ala Arg 

110 115 120 

gtc ace cgc ctg tct gte tet cgc tgg cae cgc cgc egg ggc gtg ggc 493 
Val Thr Arg Leu Ser Val Ser Arg Trp His Arg Arg Arg Gly Val Gly 
125 130 135 140 

agg agg ctg etg gcc ttc gcg gag gcc egg get egg gcc tgg get ggg 541 
Arg Arg Leu Leu Ala Phe Ala Glu Ala Arg Ala Arg Ala Trp Ala Gly 

145 150 155 

ggc atg ggg gag ccc egg gcc egg etc gtg gtc ccc gtg get gtg gcc 589 
Gly Met Gly Glu Pro Arg Ala Arg Leu Val Val Pro Val Ala Val Ala 

160 165 170 

gcc tgg ggg gtg gga ggg atg etg gag ggc tgt ggc tac cag gcc gag 637 
Ala Trp Gly Val Gly Gly Met Leu Glu Gly Cys Gly Tyr Gin Ala Glu 

175 180 185 

ggg ggc tgg ggc tge etg ggc tac acg ctg gtg agg gaa ttc age aaa 685 
Gly Gly Trp Gly Cys Leu Gly Tyr Thr Leu Val Arg Glu Phe Ser Lys 

190 195 200 

gae etg tgaagctaca gaetgacagc eagggcaggg gaggagggag gggcgeeag 740 
Asp Leu 
205 
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cacctgatga tcgcctactg tctgcgggtt cttttacctg ctctccctca gtgagtcctc 800 

aaccaccctg ggcccagaaa cagaggcctg ccgaggggag gagcctggcc tctgtccacc 860 

cgtcagcagt gtgaagtctg ttgtgtttga gcttctcaga gtggaatgac tccttttcct 920 

tcctggccct cgggggcctc tcgaggtcag cctctccaac ccctacctca gctcctgtct 980 

gcactgagaa acctccccgg gtgatgtctg caaagtctgt gctgtccgtg ccccaggctg 1040 

ggagagctat ctggggaggg ggagaggagg ccgagcagaa tacaccccag agttagggtt 1100 

tgcgactccg cctccctggg acctggattg ggtcagatgc ctgtccttgg aggggacaag 1160 

gttgactgct taggaggcgc gacgcacagg gctgccaggc ctggcccctc tctgggaagg 1220 

ttgagagctg agacgggcag ccctgtccct tcctccagat ccgtctggtt ttttacaccg 1280 

tttgttaata aagcctgaaa ccgctt 1306 

[0082] 
<210> 26 
<211> 2022 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (118),.. (1416) 
<400> 26 

cttccgctgg ccgctggctc gctggccgct cctggaggcg gcggcgggag cgcagggggc 60 
gcgcggcccg gggactcgca ttccccggtt ccccctccac cccacgcggc ctggacc 117 
atg gac gcc aga tgg tgg gca gtg gtg gtg ctg get gcg ttc ccc tec 165 
Met Asp Ala Arg Trp Trp Ala Val Val Val Leu Ala Ala Phe Pro Ser 

15 10 15 

eta ggg gca ggt ggg gag act ccc gaa gcc cet ccg gag tea tgg ace 213 
Leu Gly Ala Gly Gly Glu Thr Pro Glu Ala Pro Pro Glu Ser Trp Thr 

20 25 30 

eag eta tgg ttc ttc cga ttt gtg gtg aat get get ggc tat gcc age 261 
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Gin Leu Trp Phe Phe Arg Phe Val Val Asn Ala Ala Gly Tyr Ala Ser 

35 40 45 

ttt atg gta cct ggc tac etc ctg gtg cag tac ttc agg egg aag aac 309 
Phe Met Val Pro Gly Tyr Leu Leu Val Gin Tyr Phe Arg Arg Lys Asn 

50 55 60 

tac ctg gag acc ggt agg ggc etc tgc ttt ecc ctg gtg aaa get tgt 357 
Tyr Leu Glu Thr Gly Arg Gly Leu Cys Phe Pro Leu Val Lys Ala Cys 
65 70 75 80 

gtg ttt ggc aat gag ccc aag gee tet gat gag gtt ecc ctg gcg ccc 405 
Val Phe Gly Asn Glu Pro Lys Ala Ser Asp Glu Val Pro Leu Ala Pro 

85 90 95 

cga aca gag gcg gca gag acc acc ccg atg tgg cag gee ctg aag ctg 453 
Arg Thr Glu Ala Ala Glu Thr Thr Pro Met Trp Gin Ala Leu Lys Leu 

100 105 110 

etc ttc tgt gee aca ggg etc cag gtg tet tat ctg act tgg ggt gtg 501 
Leu Phe Cys Ala Thr Gly Leu Gin Val Ser Tyr Leu Thr Trp Gly Val 

115 120 125 

ctg cag gaa aga gtg atg acc cgc age tat ggg gcc aca gee aca tea 549 
Leu Gin Glu Arg Val Met Thr Arg Ser Tyr Gly Ala Thr Ala Thr Ser 

130 135 140 

ccg ggt gag cgc ttt aeg gae teg cag ttc ctg gtg eta atg aac cga 597 
Pro Gly Glu Arg Phe Thr Asp Ser Gin Phe Leu Val Leu Met Asn Arg 
145 150 155 160 

gtg ctg gca ctg att gtg get ggc etc tec tgt gtt etc tgc aag cag 645 
Val Leu Ala Leu lie Val Ala Gly Leu Ser Cys Val Leu Cys Lys Gin 

165 170 175 

ccc egg eat ggg gca ccc atg tac egg tac tec ttt gcc age ctg tec 693 
Pro Arg His Gly Ala Pro Met Tyr Arg Tyr Ser Phe Ala Ser Leu Ser 
180 185 190 
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aat gtg ctt age age tgg tgc caa tac gaa get ctt aag tte gtc age 741 
Asn Val Leu Ser Ser Trp Cys Gin Tyr Glu Ala Leu Lys Phe Val Ser 

195 200 205 

tte eee aec eag gtg etg gee aag gee tet aag gtg ate eet gte atg 789 
Phe Pro Thr Gin Val Leu Ala Lys Ala Ser Lys Val He Pro Val Met 

210 215 220 

ctg atg gga aag ett gtg tet egg cge age tae gaa eae tgg gag tae 837 
Leu Met Gly Lys Leu Val Ser Arg Arg Ser Tyr Glu His Trp Glu Tyr 
225 230 235 240 

ctg aea gee aea cte ate tee att ggg gte age atg ttt etg eta tec 885 
Leu Thr Ala Thr Leu He Ser He Gly Val Ser Met Phe Leu Leu Ser 

245 250 255 

age gga eca gag eee egc age tec eca gee aec aea cte tea gge cte 933 
Ser Gly Pro Glu Pro Arg Ser Ser Pro Ala Thr Thr Leu Ser Gly Leu 

260 265 270 

ate tta etg gea ggt tat att get ttt gae age tte acc tea aae tgg 981 
He Leu Leu Ala Gly Tyr He Ala Phe Asp Ser Phe Thr Ser Asn Trp 

275 280 285 

eag gat gee etg ttt gee tat aag atg tea tcg gtg eag atg atg ttt 1029 
Gin Asp Ala Leu Phe Ala Tyr Lys Met Ser Ser Val Gin Met Met Phe 

290 295 300 

ggg gte aat tte tte tec tgc cte tte aea gtg gge tea ctg eta gaa 1077 
Gly Val Asn Phe Phe Ser Cys Leu Phe Thr Val Gly Ser Leu Leu Glu 
305 310 315 320 

cag ggg gee eta ctg gag gga ace egc tte atg ggg ega cac agt gag 1125 
Gin Gly Ala Leu Leu Glu Gly Thr Arg Phe Met Gly Arg His Ser Glu 

325 330 335 

ttt get gee cat gee ctg eta cte tec ate tgc tee gea tgt gge eag 1173 
Phe Ala Ala His Ala Leu Leu Leu Ser lie Cys Ser Ala Cys Gly Gin 
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340 345 350 

etc ttc ate ttt tae ace att ggg eag ttt ggg get gee gte tte acc 1221 
Leu Phe lie Phe Tyr Thr He Gly Gin Phe Gly Ala Ala Val Phe Thr 

355 360 365 

ate ate atg acc etc egc eag gee ttt gee ate ett ctt tec tge ett 1269 
He lie Met Thr Leu Arg Gin Ala Phe Ala He Leu Leu Ser Cys Leu 

370 375 380 

etc tat gge cac act gte act gtg gtg gga ggg etg ggg gtg get gtg 1317 
Leu Tyr Gly His Thr Val Thr Val Val Gly Gly Leu Gly Val Ala Val 
385 390 395 400 

gte ttt get gee etc etg etc aga gte tac geg egg gge egt eta aag 1365 
Val Phe Ala Ala Leu Leu Leu Arg Val Tyr Ala Arg Gly Arg Leu Lys 

405 410 415 

eaa egg gga aag aag get gtg ect gtt gag tet ect gtg eag aag gtt 1413 
Gin Arg Gly Lys Lys Ala Val Pro Val Glu Ser Pro Val Gin Lys Val 

420 425 430 

tgagggt ggaaagggee tgaggggtga agtgaaatag gaceetccca ceatceeett 1470 
etgctgtaae etetgaggga getggetgaa agggcaaaat gcaggtgttt tcteagtate 1530 
aeagaceage tetgcagcag gggattgggg agcccaggag gcagecttee cttttgectt 1590 
aagtcaecca tettceagta ageagtttat tetgagcece gggggtagae agteeteagt 1650 
gaggggtttt ggggagtttg gggtcaagag agcataggta ggttecacag ttaetettee 1710 
eacaagttce ettaagtett gceetagetg tgctctgeea ecttecagae tcaeteccet 1770 
etgcaaatac etgcatttct taecctggtg agaaaageae aagcggtgta ggeteeaatg 1830 
etgettteec aggagggtga agatggtgct gtgctgagga aaggggatge agagecctgc 1890 
ceagcaecac caectcetat gctcctggat ecetaggetc tgttecatga gcetgttgea 1950 
ggttttggta etttagaaat gtaacttttt gctcttataa ttttatttta ttaaattaaa 2010 
ttactgcagt gg 2022 



[0083] 
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<210> 27 
<211> 1227 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (75)... (995) 

<400> 27 

aaagacttcc tgcgatgaga acagaggcac aggtgccggc cctgcagccc ccagaacctg 60 
gactgtaggg ggcc atg ggg cac egg acc ctg gtc ctg ccc tgg gtg ctg 110 
Met Gly His Arg Thr Leu Val Leu Pro Trp Val Leu 
1 5 10 

ctg acc ttg tgt gtc act gcg ggg acc ccg gag gtg tgg gtt caa gtt 158 
Leu Thr Leu Cys Val Thr Ala Gly Thr Pro Glu Val Trp Val Gin Val 

15 20 25 

egg atg gag gcc acc gag etc tcg tec ttc acc ate cgt tgt ggg ttc 206 
Arg Met Glu Ala Thr Glu Leu Ser Ser Phe Thr He Arg Cys Gly Phe 

30 35 40 

ctg ggg tct ggc tec ate tec ctg gtg act gtg age tgg ggg ggc ccc 254 
Leu Gly Ser Gly Ser He Ser Leu Val Thr Val Ser Trp Gly Gly Pro 
45 50 55 60 

gac ggt get ggg ggg acc aeg ctg get gtg ttg cac eca gaa cgt ggc 302 
Asp Gly Ala Gly Gly Thr Thr Leu Ala Val Leu His Pro Glu Arg Gly 

65 70 75 

ate egg caa tgg gcc ect get cgc cag gcc cgc tgg gaa acc cag age 350 
He Arg Gin Trp Ala Pro Ala Arg Gin Ala Arg Trp Glu Thr Gin Ser 

80 85 90 

age ate tct etc ate ctg gaa ggc tct ggg gcc age age ccc tgc gcc 398 
Ser He Ser Leu lie Leu Glu Gly Ser Gly Ala Ser Ser Pro Cys Ala 



6 5 
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95 100 105 

aac acc acc ttc tgc tgc aag ttt gcg tec ttc cct gag ggc tec tgg 446 
Asn Thr Thr Phe Cys Cys Lys Phe Ala Set Phe Pro Glu Gly Ser Trp 

110 115 120 

gag gee tgt ggg age etc ccg ceo age tea gac cca ggg etc tct gcc 494 
Glu Ala Cys Gly Ser Leu Pro Pro Ser Ser Asp Pro Gly Leu Ser Ala 
125 130 135 140 

ccg ccg act cct gcc ccc att ctg egg gca gac ctg gcc ggg ate ttg 542 
Pro Pro Thr Pro Ala Pro He Leu Arg Ala Asp Leu Ala Gly He Leu 

145 150 155 

ggg gtc tea gga gtc etc etc ttt ggc tgt gtc tac etc ett cat ctg 590 
Gly Val Ser Gly Val Leu Leu Phe Gly Cys Val Tyr Leu Leu His Leu 

160 165 170 

ctg cgc cga cat aag cae cgc cct gcc cct agg etc cag ccg tec cgc 638 
Leu Arg Arg His Lys His Arg Pro Ala Pro Arg Leu Gin Pro Ser Arg 

175 180 185 

aee age ccc cag gca ccg aga gca cga gca tgg gca cca age cag gcc 686 
Thr Ser Pro Gin Ala Pro Arg Ala Arg Ala Trp Ala Pro Ser Gin Ala 

190 195 200 

tee cag get get ett cae gtc cct tat gee act ate aac acc age tgc 734 
Ser Gin Ala Ala Leu His Val Pro Tyr Ala Thr He Asn Thr Ser Cys 
205 210 215 220 

cgc cca get act ttg gae aca get cae ccc eat ggg ggg ccg tee tgg 782 
Arg Pro Ala Thr Leu Asp Thr Ala His Pro His Gly Gly Pro Ser Trp 

225 230 235 

tgg gcg tea etc ccc aee cac get gca cae egg ccc cag ggc cct gee 830 
Trp Ala Ser Leu Pro Thr His Ala Ala His Arg Pro Gin Gly Pro Ala 

240 245 250 

gee tgg gcc tec aca ccc ate eet gca cgt ggc age ttt gtc tct gtt 878 
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Ala Trp Ala Ser Thr Pro He Pro Ala Arg Gly Ser Phe Val Ser Val 

255 260 265 

gag aat gga etc tac get cag gca ggg gag agg cet ect cac aet ggt 926 
Glu Asn Gly Leu Tyr Ala Gin Ala Gly Glu Arg Pro Pro His Thr Gly 

270 275 280 

cec ggc etc act ctt ttc cct gac cct egg ggg eec agg gee atg gaa 974 
Pro Gly Leu Thr Leu Phe Pro Asp Pro Arg Gly Pro Arg Ala Met Glu 
285 290 295 300 

gga eec tta gga gtt cga tgagagagac eatgaggcea ctgggctt 1020 
Gly Pro Leu Gly Val Arg 
305 

tccccctccc aggcctcctg ggtgtcaccc ccttacttta attcttgggc ctccaataag 1080 
tgtcccatag gtgtetggcc aggcecacct gctgcggatg tggtctgtgt gegtgtgtgg 1140 
gcacaggtgt gagtgtgtga gtgaeagtta ecccatttea gtcatttcct gctgeaacta 1200 
agtcagcaac aeagtttcte tgatgtc 1227 



[0084] 
<210> 28 
<211> 2210 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (204)... (1871) 
<400> 28 

aggggacgcg aggcggagcg gggccccaca caggccgcgg cggctggcte gggeecctae 60 
ggtceeggcg gcggetggag gaggaageca ggcggctgge ggaggaggag agacggagga 120 
ggccgagaee ggagcgccgc tegecgeaga ettacttcee eggcteagca gggaaaggtt 180 
cetagaaggt gagcgeggae ggt atg caa agt tgt gaa tec agt ggt gac agt 233 
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Met Gin Ser Cys Glu Ser Ser Gly Asp Ser 
1 5 10 

gcg gat gac cct etc agt cgc ggc eta egg aga agg gga cag cet cgt 281 
Ala Asp Asp Pro Leu Ser Arg Gly Leu Arg Arg Arg Gly Gin Pro Arg 

15 20 25 

gtg gtg gtg ate ggc gee ggc ttg get ggc ctg get gca gcc aaa gca 329 
Val Val Val He Gly Ala Gly Leu Ala Gly Leu Ala Ala Ala Lys Ala 

30 35 40 

ctt ett gag cag ggt tte acg gat gtc act gtg ctt gag get tec age 377 
Leu Leu Glu Gin Gly Phe Thr Asp Val Thr Val Leu Glu Ala Ser Ser 

45 50 55 

cac ate gga ggc cgt gtg cag agt gtg aaa ctt gga cac gcc acc ttt 425 
His He Gly Gly Arg Val Gin Ser Val Lys Leu Gly His Ala Thr Phe 

60 65 70 

gag ctg gga gcc ace tgg ate cat ggc tec cat ggg aac cct ate tat 473 
Glu Leu Gly Ala Thr Trp He His Gly Ser His Gly Asn Pro He Tyr 
75 80 85 90 

cat eta gca gaa gee aac ggc etc ctg gaa gag aca acc gat ggg gaa 521 
His Leu Ala Glu Ala Asn Gly Leu Leu Glu Glu Thr Thr Asp Gly Glu 

95 100 105 

cgc age gtg ggc cgc ate age etc tat tec aag aat ggc gtg gee tgc 569 
Arg Ser Val Gly Arg He Ser Leu Tyr Ser Lys Asn Gly Val Ala Cys 

110 115 120 

tac ctt acc aac cac ggc cgc agg ate cec aag gac gtg gtt gag gaa 617 
Tyr Leu Thr Asn His Gly Arg Arg He Pro Lys Asp Val Val Glu Glu 

125 130 135 

tte age gat tta tac aac gag gtc tat aac ttg acc cag gag tte tte 665 
Phe Ser Asp Leu Tyr Asn Glu Val Tyr Asn Leu Thr Gin Glu Phe Phe 
140 145 150 
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egg cac gat aaa cca gtc aat get gaa agt caa aat age gtg ggg gtg 
Arg His Asp Lys Pro Val Asn Ala Glu Set Gin Asn Ser Val Gly Val 



155 



160 



165 



170 



ttc ace cga gag gag gtg cgt aac egc ate agg aat gac cct gac gac 
Phe Thr Arg Glu Glu Val Arg Asn Arg He Arg Asn Asp Pro Asp Asp 



175 



180 



185 



cca gag get acc aag cgc ctg aag etc gee atg ate cag cag tac ctg 
Pro Glu Ala Thr Lys Arg Leu Lys Leu Ala Met He Gin Gin Tyr Leu 



190 



195 



200 



aag gtg gag age tgt gag age age tea cac age atg gac gag gtg tec 
Lys Val Glu Ser Cys Glu Ser Ser Ser His Ser Met Asp Glu Val Ser 



205 



210 



215 



ctg age gee ttc ggg gag tgg ace gag ate ecc ggc get cac cac ate 
Leu Ser Ala Phe Gly Glu Trp Thr Glu lie Pro Gly Ala His His lie 



220 



225 



230 



ate ecc teg ggc ttc atg egg gtt gtg gag ctg ctg gcg gag ggc ate 
He Pro Ser Gly Phe Met Arg Val Val Glu Leu Leu Ala Glu Gly He 



235 



240 



245 



250 



ect gee cac gtc ate cag eta ggg aaa cct gtc cgc tgc att cac tgg 
Pro Ala His Val He Gin Leu Gly Lys Pro Val Arg Cys He His Trp 



255 



260 



265 



gac cag gee tea gee cgc ecc aga ggc cct gag att gag ecc egg ggt 
Asp Gin Ala Ser Ala Arg Pro Arg Gly Pro Glu He Glu Pro Arg Gly 



270 



275 



280 



285 



290 



295 



713 



761 



809 



857 



905 



953 



1001 



1049 



gag ggc gac cac aat cac gae act ggg gag ggt ggc cag ggt gga gag 1097 
Glu Gly Asp His Asn His Asp Thr Gly Glu Gly Gly Gin Gly Gly Glu 



gag ecc egg ggg ggc agg tgg gat gag gat gag cag tgg tcg gtg gtg 
Glu Pro Arg Gly Gly Arg Trp Asp Glu Asp Glu Gin Trp Ser Val Val 



1145 



6 9 
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300 305 310 

gtg gag tgc gag gac tgt gag ctg ate ccg gcg gac cat gtg att gtg 1193 

Val Glu Cys Glu Asp Cys Glu Leu He Pro Ala Asp His Val He Val 
315 320 325 330 

acc gtg teg eta ggt gtg eta aag agg cag tac ace agt ttc tte egg 1241 

Thr Val Ser Leu Gly Val Leu Lys Arg Gin Tyr Thr Ser Phe Phe Arg 

335 340 345 

cca ggc ctg cec aca gag aag gtg get gee ate cac cgc ctg ggc att 1289 

Pro Gly Leu Pro Thr Glu Lys Val Ala Ala He His Arg Leu Gly He 

350 355 360 

ggc acc acc gac aag ate ttt ctg gaa ttc gag gag cec ttc tgg ggc 1337 

Gly Thr Thr Asp Lys He Phe Leu Glu Phe Glu Glu Pro Phe Trp Gly 

365 370 375 

cct gag tgc aac age eta cag ttt gtg tgg gag gac gaa gcg gag age 1385 

Pro Glu Cys Asn Ser Leu Gin Phe Val Trp Glu Asp Glu Ala Glu Ser 

380 385 390 

cac acc etc acc tac cca cct gag etc tgg tac cgc aag ate tgc ggc 1433 

His Thr Leu Thr Tyr Pro pro Glu Leu Trp Tyr Arg Lys He Cys Gly 
395 400 405 410 

ttt gat gtc etc tac ccg cct gag cgc tac ggc cat gtg ctg age ggc 1481 

Phe Asp Val Leu Tyr Pro Pro Glu Arg Tyr Gly His Val Leu Ser Gly 

415 420 425 

tgg ate tgc ggg gag gag gee etc gtc atg gag aag tgt gat gac gag 1529 

Trp He Cys Gly Glu Glu Ala Leu Val Met Glu Lys Cys Asp Asp Glu 

430 435 440 

gca gtg gee gag ate tgc acg gag atg ctg cgt cag ttc aca ggg aac 1577 

Ala Val Ala Glu He Cys Thr Glu Met Leu Arg Gin Phe Thr Gly Asn 

445 450 455 

cec aac att cca aaa cct egg cga ate ttg cgc teg gee tgg ggc age 1625 
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Pro Asn He Pro Lys Pro Arg Arg He Leu Arg Ser Ala Trp Gly Ser 

460 465 470 

aac cct tac ttc cgc ggc tec tat tea tac acg cag gtg gge tee age 1673 
Asn Pro Tyr Phe Arg Gly Ser Tyr Ser Tyr Thr Gin Val Gly Ser Ser 
475 480 485 490 

ess gcg gat gtg gag aag ctg gee aag ccc ctg ccg tae acg gag age 1721 
Gly Ala Asp Val Glu Lys Leu Ala Lys Pro Leu Pro Tyr Thr Glu Ser 

495 500 505 

tea aag aca gcg cec atg cag gtg ctg ttt tec ggt gag gee ace cac 1769 
Ser Lys Thr Ala Pro Met Gin Val Leu Phe Ser Gly Glu Ala Thr His 

510 515 520 

cgc aag tac tat tec aec ace cac ggt get ctg ctg tec ggc cag cgt 1817 
Arg Lys Tyr Tyr Ser Thr Thr His Gly Ala Leu Leu Ser Gly Gin Arg 

525 530 535 

gag get gcc cgc etc att gag atg tae cga gac etc ttc cag cag ggg 1865 
Glu Ala Ala Arg Leu He Glu Met Tyr Arg Asp Leu Phe Gin Gin Gly 

540 545 550 

ace tgagggctgt cetcgctget gagaagagcc actaactcgt gacctccage ct 1920 
Thr 
555 

gcecettgct gccgtgtget cctgccttcc tgatcctctg tagaaaggat ttttatctte 1980 
tgtagagcta gccgccetga ctgccttcag acctggcect gtagcttttc tttttctcea 2040 
ggctgggceg tgagcaggtg ggccgttgag ttaeetetgt gctggatcce gtgcccceac 2100 
ttgectacce tctgtcctgc cttgttattg taagtgcett caatactttg cattttggga 2160 
taataaaaaa ggctccctec ectgececte agcttctcte tggttttctc 2210 



[0085] 
<210> 29 
<211> 1493 
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161 



209 



<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (93)... (845) 

<400> 29 

ctcaagctgg caggtggtcg ggggagcggc cggagaggag ctgccgggag ttcgtgccct 60 
gcaggacatg acaccagtgg catatcacgg cc atg ggg tct cag cat tec get 113 

Met Gly Ser Gin His Ser Ala 
1 5 
get get egc cec tec tec tgc agg cga aag caa gaa gat gac agg gae 
Ala Ala Arg Pro Ser Ser Cys Arg Arg Lys Gin Glu Asp Asp Arg Asp 

10 15 20 

ggt ttg etg get gaa ega gag cag gaa gaa gcc att get cag ttc cca 
Gly Leu Leu Ala Glu Arg Glu Gin Glu Glu Ala He Ala Gin Phe Pro 

25 30 35 

tat gtg gaa ttc ace ggg aga gat age ate ace tgt etc acg tgc cag 
Tyr Val Glu Phe Thr Gly Arg Asp Ser lie Thr Cys Leu Thr Cys Gin 
40 45 50 55 

ggg aca gge tac att cca aca gag caa gta aat gag ttg gtg get ttg 
Gly Thr Gly Tyr He Pro Thr Glu Gin Val Asn Glu Leu Val Ala Leu 

60 65 70 

ate cca cac agt gat cag aga ttg egc ect cag ega act aag caa tat 
He Pro His Ser Asp Gin Arg Leu Arg Pro Gin Arg Thr Lys Gin Tyr 

75 80 85 

gte etc etg tec ate etg ctt tgt etc etg gca tct ggt ttg gtg gtt 
Val Leu Leu Ser He Leu Leu Cys Leu Leu Ala Ser Gly Leu Val Val 

90 95 100 

ttc ttc etg ttt ecg eat tea gtc ctt gtg gat gat gac gge ate aaa 



257 



305 



353 



401 



449 
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Phe Phe Leu Phe Pro His Ser Val Leu Val Asp Asp Asp Gly He Lys 

105 110 115 

gtg gtg aaa gtc aca ttt aat aag caa gac tec ctt gta att etc ace 497 
Val Val Lys Val Thr Phe Asn Lys Gin Asp Ser Leu Val He Leu Thr 
120 125 130 135 

ate atg gee acc ctg aaa ate agg aac tec aac ttc tac acg gtg gca 545 
He Met Ala Thr Leu Lys He Arg Asn Ser Asn Phe Tyr Thr Val Ala 

140 145 150 

gtg aec age etg tec age eag att eag tac atg aac aca gtg gtc agt 593 
^ Val Thr Ser Leu Ser Ser Gin He Gin Tyr Met Asn Thr Val Val Ser 

155 160 165 

aca tat gtg act aet aac gtc tec ett att eca cct egg agt gag caa 641 
Thr Tyr Val Thr Thr Asn Val Ser Leu lie Pro Pro Arg Ser Glu Gin 

170 175 180 

ctg gtg aat ttt aec ggg aag gee gag atg gga gga cog ttt tec tat 689 
Leu Val Asn Phe Thr Gly Lys Ala Glu Met Gly Gly Pro Phe Ser Tyr 

185 190 195 

gtg tac ttc ttc tgc acg gta cct gag ate ctg gtg cac aac ata gtg 737 
Val Tyr Phe Phe Cys Thr Val Pro Glu He Leu Val His Asn He Val 
200 205 210 215 

ate ttc atg cga aet tea gtg aag att tea tac att ggc etc atg acc 785 
He Phe Met Arg Thr Ser Val Lys lie Ser Tyr He Gly Leu Met Thr 

220 225 230 

cag age tec ttg gag aca cat eac tat gtg gat tgt gga gga aat tec 833 
Gin Ser Ser Leu Glu Thr His His Tyr Val Asp Cys Gly Gly Asn Ser 

235 240 245 

aca get att taaeaactgc tattggttet tccacaeage gcctgtagaa gagagcac 890 
Thr Ala He 
250 
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agcatatgtt cccaaggcct gagttctgga cctaccccca cgtggtgtaa gcagaggagg 950 

aattggttca cttaactccc agcaaacatc ctcctgccac ttaggaggaa acacctccct 1010 

atggtaccat ttatgtttct cagaaccagc agaatcagtg cctagcctgt gcccagcaaa 1070 

tagttggcac tcaataaaga tttgcagaat ttaatacaga tcttttcagc tgttcttagg 1130 

gcattataaa tggaaatcat aacgtggttc taggttatca aaccatggag tgatgtggag 1190 

ctaggattgt gagtgacctg caggccatta tcagtgcctc atctgtgcag aagtcgcagc 1250 

agagagggac catccaaata cctaagagaa aacagaccta gtcaggatat gaatttgttt 1310 

cagctgttcc caaaggcctg ggagcttttt gaaaagaaag aaaaaagtgt gttggctttt 1370 

ttttttttta gaaagttaga attgttttta ccaagagtct atgtggggct tgattcaccc 1430 

ttcatccatt ggctggaaca tggattgggg atttgataga aaaataaacc ctgcttttga 1490 

ttc 1493 



[0086] 
<210> 30 
<211> 1264 
<212> DNA 

<213> Homo sapience 

<220> 

<221> CDS 

<222> (26)... (550) 

<400> 30 

aatctacaag caccaggaag tcaag atg caa gca cca gcc ttc agg gac aag 52 

Met Gin Ala Pro Ala Phe Arg Asp Lys 
1 5 

aaa cag ggg gtc tea gcc aag aat caa ggt gcc cat gac cca gac tat 100 
Lys Gin Gly Val Ser Ala Lys Asn Gin Gly Ala His Asp Pro Asp Tyr 
10 15 20 25 

gag aat ate acc ttg gcc ttc aaa aat cag gac cat gca aag ggt ggt 148 
Glu Asn lie Thr Leu Ala Phe Lys Asn Gin Asp His Ala Lys Gly Gly 
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30 35 40 

cat tea cga ccc acg age caa gtc eca gcc eag tge agg ecg cce tea 196 
His Ser Arg Pro Thr Ser Gin Val Pro Ala Gin Cys Arg Pro Pro Ser 

45 50 55 

gac tec ace cag gtc ccc tge tgg ttg tac aga gcc ate ctg age ctg 244 
Asp Ser Thr Gin Val Pro Cys Trp Leu Tyr Arg Ala He Leu Ser Leu 

60 65 70 

tac ate etc ctg gcc ctg gcc ttt gtc etc tge ate ate ctg tea gcc 292 
Tyr He Leu Leu Ala Leu Ala Phe Val Leu Cys He He Leu Ser Ala 

75 80 85 

ttc ate atg gtg aag aat get gag atg tee aag gag ctg ctg ggc ttt 340 
Phe He Met Val Lys Asn Ala Glu Met Ser Lys Glu Leu Leu Gly Phe 
90 95 100 105 

aaa agg gag ctt tgg aat gtc tea aac tec gta caa gca tge gaa gag 388 
Lys Arg Glu Leu Trp Asn Val Ser Asn Ser Val Gin Ala Cys Glu Glu 

110 115 120 

aga cag aag aga ggc tgg gat tec gtt cag cag age ate ace atg gtc 436 
Arg Gin Lys Arg Gly Trp Asp Ser Val Gin Gin Ser He Thr Met Val 

125 130 135 

agg age aag att gat aga tta gag acg aca tta gca ggc ata aaa aac 484 
Arg Ser Lys He Asp Arg Leu Glu Thr Thr Leu Ala Gly He Lys Asn 

140 145 150 

att gac aca aag gta cag aaa ate ttg gag gtg ctg eag aaa atg eca 532 
He Asp Thr Lys Val Gin Lys He Leu Glu Val Leu Gin Lys Met Pro 

155 160 165 

cag tec tea cct caa taaatgagag gacattgtgg cagccaaage cac 580 
Gin Ser Ser Pro Gin 
170 

aacttggaag atggggctgc aeetgccaac gaagacggga aatgacccce ccccccagcc 640 
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tagtgtgaac ctgcccctcg tcccacgtat agaaaaacct cgagtcatgg tgaatgagtg 700 

tctcggagtt gctcgtgtgt gtgtacacct gcgtgcgtgt gtgtgcgtgt gtgcgcgtgt 760 

gttcgtgtat gtgcgtgtgt gcgtgcgcgt gtgtgtgcat tttgcaaagg gtggacattt 820 

cagtgtatct cccagaaagg tgatgaatga ataggactga gagtcacagt gaatgtggca 880 

tgcatgcctg tgtcatgtga catatgtgag tctcggcatg tcacggtggg tggctgtgtc 940 

tgagcacctc cagcagatgt cactctgagt gtgggtgttg gtgacatgca ttgcacgggc 1000 

ctgtctccct gtttgtgtaa acatactaga gtatactgcg gcgtgttttc tgtctaccca 1060 

tgtcatggtg ggggagattt atctccgtac atgtgggtgt cgccatgtgt gccctgtcac 1120 

tatctgtggc tgggtgaacg gctgtgtcat tatgagtgtg ccgagttatg ccaccctgtg 1180 

tgctcagggc acatgcacac agacatttat ctctgcactc acattttgtg acttatgaag 1240 

ataaataaag tcaagggaaa acag 1264 
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